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NTDB id 1124104 EL309 RS00900 WP 050793677.1 MLYLHQSNRLEVLAGIFAQLQSLLPLDDPFASEEVVVQSQGMRRYLNAYLARRLGVAANLKFSLPAGLAWRLMRDFIPGV 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus ! !!*!!!!!! !!**!! *! * !! ** *! *!!!!!!!!!!!! *!!! !!!!!!! !!!!!!! !*!!* !!!*
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 PALSPFSADVVVWRLLDLFGSSRFKDDAQFEPVRAALSEYLGNGDAAAYQLAAQLADVFDQYLVYRPQWIDAWQQGKLVG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 LGEDEAWQAALWRFLGDGMQGVPHRVALWQQLLGSLSADKLPERFFVFGVAAMAPMYLQLLQAVAQHCDVHILALNPSSG 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !!*!! !! !!!*! !! ! !!!!!!! !!* ! !!!!!!*!!!!* !!!!!!!!!* * !!!!** !!!!!
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 YWGDVIDAAQILKNKGDIDLSQSGHPLLASLGKQGRDFFDALSEMPDVEERGYYDDVESGSLLRRLQYQIQTLQMPSENL 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENV 320
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 TENGLEDGSIQVCSAHSPLRELQVLKTKLLRVLNEHPDWQPHDIAVLMPDIQPYMPYIEVVFGQEQDGAQKLPYSVSDVK 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 GSVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVSDVK 400
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 VSRRQPLFYVLEQVFDLLQSRFEADKLLPLLDSHLVLARFNLSREDLPLLMDTVTQLNIHWGVDKAMRG.SDALFTWQQG 479
NTDB id 1133 OK783 RS06970 WP 010951252.1 ISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQA 480
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 LDRLILGWMLPENGNGLWQGISAWHGDVNHLAVFEGFAEFIRVLSDTFKEWAQPAEVPVWIERIRKLIQDLTMPDADSQY 559
NTDB id 1133 OK783 RS06970 WP 010951252.1 ADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPDDQK 560
consensus !!*!!!!!!!! !!**!! *!!!**!!!* !*! !! !* !!! * ! !!! !* !* !*! !* ! * *! !
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 AVQQLEQSLARWQEETVLAGFTGILSQETVIRHVEHFLGSESQAGFLRGGITFCSMVPMRNLPFKMICLLGLNDGDFPRN 639
NTDB id 1133 OK783 RS06970 WP 010951252.1 AVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN 640
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 TKAAAFDLIAKYPQKGDRSRRDDDRYLFLEAIISAREILYLSYLGKNIENNNDKAPSALLAELIDTIAEMTGQEASVLSE 719
NTDB id 1133 OK783 RS06970 WP 010951252.1 TKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQLAQ 720
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 SWVENHYLQPFSRNYFSKEADNKATQRSIRQDYAEALNRPSGEIPAFFNPDSFPKPEPIEEQMNITQSEFLSFWRNPVKA 799
NTDB id 1133 OK783 RS06970 WP 010951252.1 NWIEQHPLQAFSRRYFQEGGRSDG.IFGTRTDYAAALGQTPEPPQPFFDQ.PV...ENAEPVAEIGQDEFIRFWRNPVKV 795
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 WLRRTLGWSGMYTEQVWEAEEPFKPNCNAKIMARYIDARKNHADFTDVAEKLEAESFFPADKLGGLWQESFRLSALSLDA 879
NTDB id 1133 OK783 RS06970 WP 010951252.1 WLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDT 874
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 ALVGSKKIPARAYRLQIGRFCLEGSLENVYENGQIIYLYQNLNAPQTIELMLEHLIFCAVRPSEIQTYATHIVQADCKVS 959
NTDB id 1133 OK783 RS06970 WP 010951252.1 AVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGE.TE 953
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 DYPEIDKDQAEAILQKWLEYYVWGQARPLPFFAKLSIEAAKTKIKDE..KKAREGIVFEYQNGQSGKAPCEYDEVKLVFG 1037
NTDB id 1133 OK783 RS06970 WP 010951252.1 VLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVALVFG 1033
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NTDB id 1124104 EL309 RS00900 WP 050793677.1 RDKILPVSTPLFWNMIDDLLVTLVKL...IGL... 1066
NTDB id 1133 OK783 RS06970 WP 010951252.1 NASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !* !!! !* ! !! *** ! ***
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