
logo MCTRKQQGFTLTELL IVMAVIAAIMAMTIALPNMSGQWIASRR IASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGGAPN
NTDB id 1124019 EL305 RS03275 WP 002236888.1 MCTRKQQGFTLTELLIVMVIAAIMAMIALPNMSQWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKGGAPN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !!!!!!!!!!!!!!!!!! !!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!
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NTDB id 1124019 EL305 RS03275 WP 002236888.1 NKCDFGKNGQGMLAFGDKNGNKTYDGDTADVLLRSVVLNDDINNKRINYAFNHIAFGQTQPTADRVVWTFNQNGTFGYSS 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLND.TDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
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logo DQNLKDNNSKFVYSDGYIQIVLTDAKRAVSADADDEKKFRSAVVL INSSGRVEVCPRKNDTRAVCKRH
NTDB id 1124019 EL305 RS03275 WP 002236888.1 DQNLKNNSKFVYSDGYIQIVLTDAKAVSADEKKFRSAVVLINSSGRVEVCPKNDTRAVCRH 221
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH 220
consensus !!!!! !!!!!!!!!!!!!!!!!!*!!! *!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!
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