
logo MNTLQKGFTL I ELMIV IA IVGI LAAVALPAYQDYTARAQVSEAI LLAEGQKSAVTEYYLNHGI
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NTDB id 1123945 EL297 RS11140 WP 082308656.1 ...............................................................MTGFNDAAGVASSPSDI 17
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
consensus ************************************************************** ** !**!!!!! ***!

logo KGKYVKQEKVEVKANKGVI
VTATQML

ASTSNGVNKNE IQKDGKKLSLWGARKREQDNGSVKWFCGQPVQTRADTDGKADNDADTVDTAVDADIKADTADTAAGNNKAEKIDTNKHSLHP
NTDB id 1123945 EL297 RS11140 WP 082308656.1 KGKYVQKVEVAKGVITAQMASSNVNNEIKGKKLSLWAKRQNGSVKWFCGQPVQRDKADADADAITADTAANKKIDTNHSH 97
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVADAKD.....GKEIDTKHLP 155
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTVADA.....NNAIDTKHLP 154
consensus !!!!!**!!!**!!*!!*!*!**!!*!!**!!!!!!**!**!!!!!!!!!!!*! ** ***! ** !!!*!**
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NTDB id 1123945 EL297 RS11140 WP 082308656.1 EPTSRHSRESGNDGI 112
NTDB id 1119 NGFG RS11465 WP 017147169.1 STCRDKA..SDAK.. 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 STCRDES..SAT... 164
consensus ***** * !*

X non conserved

X similar

X ≥ 50% conserved


