
logo MKNNDCFLRLKNPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGML IMNPTIDSDSNKKN
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
NTDB id 1123927 EL297 RS06375 WP 002242521.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo YNLYMTGNSHYATLPPHTLSTASVSDGDFAKI
LDNANML IKTSKGKTQDLAEKAQLKDRFSGYELKNQALPDAAVAIHRYAVCKDSSGDKAPTLSGGNATFSPSNCDKN

NTDB id 1087 NMV RS07485 WP 014574103.1 YNLYMGNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLSGNAFSSNCDN 160
NTDB id 1123927 EL297 RS06375 WP 002242521.1 YNLYTGSYTP....TSSDGDFKLDNLKSKKDLAKAQLDRFGYELKNALPDAVAIHYAVCKDSSGKAPTLSGGTFSPNCDN 156
NTDB id 1137 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSGNTFSSNCDK 156
NTDB id 1121 NGFG RS02425 WP 003694976.1 YNLYTGSYAP....TSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSGNTFSSNCDK 156
consensus !!!!*!** * ***!!!!** ** *!**!!*!!!*!!*!!!!*!!!!!*!!*!!!!!!!!! !!!!!!**!!*!!!

logo KEANGDTL IKVLWVNDSAGDSDI STFRTNLETVNSGDSNIVYTYQARVGGRE
NTDB id 1087 NMV RS07485 WP 014574103.1 KANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
NTDB id 1123927 EL297 RS06375 WP 002242521.1 KENGDTLIKVLWVNDSAGDSDITRTNLETNGDNIVYTYQARVGGRE 202
NTDB id 1137 NGFG RS02425 WP 003694976.1 KANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 KANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
consensus !*!!!!!!!!!!!!!!!!!!!!*!!!!!**! !!!!!!!!!!!!!!
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