logo

NTDB id 1123880 EL310 RS11275 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1123880 EL310 RS11275 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1123880 EL310 RS11275 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1123880 EL310 RS11275 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1123880 EL310 RS11275 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

logo

NTDB id 1123880 EL310 RS11275 WP 002220091.
NTDB id 1118 NGFG RS11455 WP 003696286.1
consensus

A AR MO ADHE T AN A

MESFFRRKKKQETPALEEAQ QETAAKINESEpR AN IKEDIESLAESVKGEMESAVETVSGAVEQVKETVAEM SEAJS
MESFFRRKKKQETPALEEAQ QETAAKEESELEA N TKEDWYESLAESVKGREAESAVETVSGAVEQVKETVAEMIZSEA[S]
N T T

Pl A G ARLALIGTR A L e

EAAEKAAEWNVERAKEA AETVGEAVGQVQEAVATTEEHKLGWAARLKQGL@KSRDKMAKSLAGVFGGGQIWEDLYEELET
EARSNAFEIMVESNAKEA AETVGEAVGQVQEAVATTEEHKLGWAARLKQGLIKSRDKMAKSLAGVFGGGQIEDLYEELET
1

P lskskokok ) 111 N

UL RAEBRBAL B 9 L

VLITDMGMEATEYLMKDVRIJRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGK
VLITEDMGMEATEYLMKDVR{€RVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGK
PO b e e rrrrrrrrrrrrrrrrret

AL Tt O ATV OO AR VLA T

LAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGIRRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHL

LAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGERNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHL
Pt rrr et

VALK v R AR L VDR LA Y

MEEIKKVKRVLQKA PWAPHEIIVVLDANIGONAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGV

MEEIKKVKRVLQKA PEAPHEITIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGV
Prrr e rrrrrrrrret

RN

GEGIDDLRPFDARAFVDALLD 421
GEGIDDLRPFDARAFVDALLD 417
Prrrrrrrrrrrrrrrrrrn

X non conserved
B similar
>50% conserved

80
80

160
156

240
236

320
316

400
396



