logo

NTDB id 1123873 EL310 RS09470 WP 002215704.1
NTDB id 1099 NMB RS01545 WP 002215704.1

NTDB id 1098 NMB RS01465 WP 002224844.1
consensus

logo

NTDB id 1123873 EL310 RS09470 WP 002215704.1
NTDB id 1099 NMB RS01545 WP 002215704.1

NTDB id 1098 NMB RS01465 WP 002224844.1
consensus

logo

NTDB id 1123873 EL310 RS09470 WP 002215704.1
NTDB id 1099 NMB RS01545 WP 002215704.1

NTDB id 1098 NMB RS01465 WP 002224844 .1
consensus

LA st A S VST | AR

MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA
MKLKTLALTSLTLLALAACSKQAETSVPADSAQSSSSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFFGYFCPHCA
MKN BILALCQWYNLIFALAACPNYQU  TSVPADSAlY SAAAAPAGLVEGQNYTVL WMPIPQQQAGK EVLEFFGYFCPHCA

| |

| |
H\.E V\.SEHJ\KIFKDD YLRTEHVVWQQE M.AR\. Vg AAEDSKD QNPEV
HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGERMSDKANSHIFDAMVNQKINLADTDTLKKWLSEQT]
HLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGERMSDKANSHIFDAMVNQKINLADTDTLKKWLSEQT]
HLEPVLSKHAK FKDDMYLRTEHVVWQKEMLTLARLAAAV MA ADSKDVANSHIFDAMVNQKIKLQ P VLKKWLGEQT

I

9 RO

i KKV&AA&E@ WAl BEL e

AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKP QEPKH!
AFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKP QRS
AFDGKKVLAA E PESQARAM ELTFQIGTPTVIVGGKYVEFDW SGMTIDLDKVREEQKQ 232

X non conserved
B similar
>50% conserved

158
158
159



