
logo MCTRKQQGFTLTELL IVMAIAAIMAMTIALPNMSGQWIASRR IASHAEQRVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN
NTDB id 1123852 EL310 RS03070 WP 002246885.1 MCTRKQQGFTLTELLIVMAIAAIMAMIALPNMSQWIASRRIASHAERVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
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NTDB id 1123852 EL310 RS03070 WP 002246885.1 NKCDSGKKGQGMLAFGDKNGNKIYDNDTADVLLRSVVLNDDINNKRINYAFNHIAFGQTQPTADRVVWTFNQNGTFGYTK 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLND.TDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
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logo DQHNLKTDSKNSKSFFVYSDGYIQIVLTDARAVSDADKKFRSAVVL INSSGRVEVCPRKRNDRTRATVCKQHYK
NTDB id 1123852 EL310 RS03070 WP 002246885.1 DQHLTSKSSFFYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCPRNDRRTVCQYK 222
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
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