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NTDB id 112378 I862 RS05140 WP 038539651.1 MTKLKEIYACQSCGAQYKKWQGKCDECNNWNTLVAENSIASPFSKKTTAKQR....GTSLEIFGLDESNEHIIRLQVGIEELDRV 81
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIET..SEEPRVKTQLGEFNRV 83
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTS..INVNRTKTEMEEFNRV 80
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTS..INVNRTKTEMEEFNRV 80
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTS..INVNRTKTEMEEFNRV 80
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTS..INVNRTKTEMEEFNRV 80
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTS..INVNRTKTEMEEFNRV 80
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVTS..INVNRTKTEMEEFNRV 80
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NTDB id 112378 I862 RS05140 WP 038539651.1 LGGGLVAGSITLLGGDPGIGKSTILLQVVHKLGFNGNKSLYISGEESLEQIKLRSQRLNTTDNNVRVAITTNLKEIIRTLESSSD 166
NTDB id 125 BSU 00870 NP 387968.1 LGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAI.QEMN 167
NTDB id 509 SM12261 RS00130 WP 078228442.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEV.ERIQ 163
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 279 KZH43 RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 238 SPD RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 204 SPR RS00140 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
NTDB id 169 SP RS00155 WP 074017595.1 LGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV.ERIQ 163
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NTDB id 112378 I862 RS05140 WP 038539651.1 LSLVIIDSIQTLYHEDIESAPGTVSQVRACAFELIRVAKSKGISIILVGHVTKEGQIAGPKVLEHMVDTVLYFEGDTSNEFRIIR 251
NTDB id 125 BSU 00870 NP 387968.1 PSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILR 252
NTDB id 509 SM12261 RS00130 WP 078228442.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 279 KZH43 RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 238 SPD RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 204 SPR RS00140 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
NTDB id 169 SP RS00155 WP 074017595.1 PDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILR 248
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NTDB id 112378 I862 RS05140 WP 038539651.1 SVKNRFGAANEIGIFEMTKEGLSEVTNPSSIFLPHRTQDISGSTIYPCIEGSRPILLEIQALIVPSFLATPRRAAIGWDLNRLNM 336
NTDB id 125 BSU 00870 NP 387968.1 AVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSL 337
NTDB id 509 SM12261 RS00130 WP 078228442.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 279 KZH43 RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 238 SPD RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 204 SPR RS00140 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
NTDB id 169 SP RS00155 WP 074017595.1 AVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASL 333
consensus *!!!!!!**!!*!!!!!***!!*!!*!!!**!!**!*****!!*!****!!*!!!!*!*!!!**!*******!***!*!*!!***



logo

L
M
I
I
MAI

VLNESKRFVAGLNLLLQDNKQEDVAYLNKVSTAGGLVKI
L
T
DEPGAAIDLAI

V
V
A
A
I
V
S
A
L
I
I
ASASAFYRSKNDLTKP I

P
T
P
N
G
P
A
D

Q
D
I
E
V
CF IVGEVLGLSTGELVIRQR I

VSNHRLI EAQRLVIKNEAHAKLGFKNT
NTDB id 112378 I862 RS05140 WP 038539651.1 MIAILNSRFGLNLLDKEVYLNVTGGLKITEPGADLAVAAALISAASNLPIPGDIVFIGEVGLSGELRQISHLEARLNEAHKLGFN 421
NTDB id 125 BSU 00870 NP 387968.1 LMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFK 422
NTDB id 509 SM12261 RS00130 WP 078228442.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 279 KZH43 RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 238 SPD RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 204 SPR RS00140 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
NTDB id 169 SP RS00155 WP 074017595.1 IMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFT 418
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NTDB id 112378 I862 RS05140 WP 038539651.1 KAILPKSNKNITCQ...IEQISLSHINELRKIILE. 453
NTDB id 125 BSU 00870 NP 387968.1 RMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 KIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 KIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
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