logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

efell bl et

VAKK. o KKEEELTKKE

600 KW2 RS01765 WP 011675413.1 KTNFDDITKKYGA MRLG
269 KZH43 RS08665 WP 001085462.1 . PKKLEEISKKFGA IMRLG
228 SPD RS09265 WP 001085462.1 . PKKLEEISKKFGA IMRLG
194 SPR RS08825 WP 001085462.1 . PKKLEEISKKFGA IMRLG
159 SP RS09750 WP 001085462.1 . PKKLEEISKKFGA IMRLG
499 SM12261 RS08315 WP 078228268.1 . PKKLDEISKKFGA IMRLG
527 SMSK321 RS11065 WP 001085454.1 . IMRLG
453 Spy49 1753c ACI62003.1 . i MRLG
408 SMU RS09530 WP 002262392.1 . MRLG
115 BSU 16940 NP 389576.2 IM LG
625 LCA RS02525 WP 011374196.1

1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
112377 1862 RS05095 WP 038539623.1
1389 A4U84 RS07560 WP 021112712.1

1130 NGFG RS03960 WP 003688695.1 TEKNFGKGEIM
1124 NGFG RS03960 WP 003688695.1 TEKSJFGKGEIM
1123 0K783 RS03845 WP 003688695.1 IEKNFGKGEIM
1427 RS RS02760 WP 011000510.1

1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

S
S
S
S
S
S
S
S
S
P|
S
S
S
S
P
S
S
S
S
S
S
S
S
S
S
S

* 1 1%

RN

Y




V
|

logo

o)y S AN e

EIYGPESSGKTT DELL | 154
EIYGPESSGKTT ANFAQKINGGEAAF IDAEHALDPRIAYARRALGVN DELL SQPD 1563
EIYGPESSGKTT ANFAQKINGGEEAAF IDAEHALDPEAY ARWALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKINGGEAAF IDAEHALDPEAYARWALGVN DELL SQPD 1563
EIYGPESSGKTT ANAQKINGGEWAAF IDAEHALDPIAY ALWALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPRAYARWALGVN DELL SQPD 153
EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPIAY ARRALGVN DELL SQPD 1563
EIYGPESSGKTT ANFAQKINGGEWAAF IDAEHALDPEAYARWALGVN DELL QPD 153
EIYGPESSGKTT ANFAQKIGGEAAF IDAEHALDPRAYARWALGVN DELL SQPD 1563
E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMYLGVN ELL SQPD 138
EIYGPESSGKTT AJAUQKINGGJWNA IDAERJA DPISYARWANLGVN D LL SQPD 140
BEIYGPES[EGKTT ANFAQKIAGGINGAF IDAEHALDPYY ARRALGVNIIDELL SQPDRIGEQALE I 152
EIYGPESSGKTT AJNEQKINGGIf¥AF IDAEHALDRAY AISYLGVNID L§j SQPDIJGEQALEINY 139
EIYGPESSGKTT AIEOKINGGUACAF IDAEHALDYR:IY AIGHL GV gN WLL SQPD GEQALEI)S 141
NLL

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 112377 I862 RS05095 WP 038539623.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

EIYGPESSGKTT AIGOKINGGAASAF IDAEHALDYRIY AISHLGV ) SQPD GEQALEI)H 141
EIYGPESSGKTT AJFNQKWGGIWNAF IDAEHARGDIMSIY AINSLG N EL  SQPDEGEQALEIA 148
EI GPESSGKTT AIFAQKINGGINGAF IDAEHALDPYY AIRYL GV EL SQPD GEQALETJ 137
EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY AYLGVNDELL SQPDEGEQALEI[ 156

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT MGAEF DAEHARDPWYAIRMLGVIY ELM GEQALETI[S 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHAIIDPWYYARINLGVIY ELM GEQALEIH 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT GAEF DAEHA|DPYYAIRNLGVIY EL) GEQALEI 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIEYY ADIALGV]Y § LL GEQALET[ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

EI GPESSGKTT DELL GEQALEI[S 139
EI GPESSGKTT DELL GEQALET[S 139
EIYGPESSGKTT INSMAFIDAEHALDPNYAJANLGV DNLL SQPDBIGEQALEIEA 139
EIYGPESSGKTT INMAFIDAEHALDPMNYAJANLGV DWLL SQPDRGEQALEIfA 139
EIYGPESSGKTT SQPD GEQALETIpN 139
* 1 PEEDRD I 1 ko] e % Pk DDk M Plokokokokok Dofokok DD Dok DD Dok Dok Dok ootk Dotk |

g H H HHH



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
112377 I862 RS05095 WP 038539623.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

NG

VV DSVAALVPKAEI
AETI
AET
AETI
AET
VVVDSVAALVP AEI
VVVDSVAALVP AEI
AET

VVDSVAALVP AEI
VVVDSVAAL@P AEI
VVDSVAALWPKAET
VVVDSVAALWPKAETI
VVVDSVAALWPKAET
VVVDSVAAL@PKAET
V DSVAALVPKAEI

VDSVAALEPKAET
VVVDSVAALVPKAEI
VVVDSVAALVPKAET
VVVDSVAALVPKAEI
V DSVAALVPKAEI
VVDSVAALJPKAETI
VVDSVAALWPKAEI
VVDSVAALWPKAET
VVDSVAALWPKAEI

VDSVAALVPKAET

Fr e LU LT Lk LD D Lk 01

50, v LU Sl

G MGDSEVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDUGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDS@EGLAAR
GDMGDEHVGLQAR
GDMGDWMHVGLQAR
GDMGD[JHVGLQAR
GDMGDS GLEIAR
G MGDSH GLQAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD [WFGLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGDSH GLQAR

MGD HVGLQAR

kb bk b bk Pk Dk b D sesksk % kk k%

233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
216
235
219
219
219
227
218
218
218
218
218



ORDLRR o by T ke

LS LAl 'KKX A YﬁY&%
NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF

NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 194 SPR RS08825 WP 001085462.1 IMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS

312
SDLDEREKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLDEREKIMA[CTANEN(K 311

OUUNXNNXWWNZ

NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IFHYGEGIS SDLGEREQIMA{CTANEN(N 311
NTDB id 115 BSU 16940 NP 389576.2 AEQLKQGN. .. .. KVVKNKVAPPF IMYGEGIS 292
NTDB id 625 LCA RS02525 WP 011374196.1 AETIKNGT..... KVVKNKVAPPF IMYG GIS 294
NTDB id 1313 DR RS12030 WP 010888966.1 IG....QPTKVGNDA KPVKNKVARPF 307
NTDB id 1245 Cj1673c YP 002345041.1 VA....TL.KQN KVVKNKVAPPF M GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 TA....AL.XQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 TA....SL.KQNEQH BKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 SLSDTGKIKDKSGEYV KVVKNKVAPPF IMYGEG S 307
NTDB id 112377 I862 RS05095 WP 038539623.1 IG....AL.KEKBDV KVVKNKVAPPF IMYGEGIS 291

NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0OK783 RS03845 WP 003688695.1

CG....VV.KDGREI KVVKNKVAPPF IMYGEGIS
TG....SI.KKGEEV KV KNKVAPPF
TG....SI.KKG KV KNKVAPPF
TG....SI.KKG KV KNKVAPPF

EANG FpiK|SS[€Z NN D 310
VKNPERIN|SSEEUNERMN 294
VKNDARENISSEVNINEN(N 294
VKNPERIN|SSEEUAEMN 294

O0DoUooDgouoobuouHOD O

NTDB id 1427 RS RS02760 WP 011000510.1 IG....SI.KKG KVVKNKVAPPF 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 TG....AI.KEG KVVKNK APF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 TG....AI.KEG KVVKNK ARPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IG....QV.KEG KVVKNK APPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IG....QV.KEG KVVKNK APPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 TG....AV.KEG KVVKNKVAPPF 293

-— [evii=ci=ci=cli-cl=vli=-]i--li-c - - - - ]}=v]t-v t-c }-c ==~

consensus kDL skk D% * ok klskre LD e ke bk |k * % * kokok 1 Doksk !



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1 LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . . . .
269 KZH43 RS08665 WP 001085462.1 IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
228 SPD RS09265 WP 001085462. 1 IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
194 SPR RS08825 WP 001085462.1 IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
159 SP RS09750 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
499 SM12261 RS08315 WP 078228268.1 IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
527 SMSK321 RS11065 WP 001085454.1 IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
453 Spy49 1753c ACI62003.1 LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE
408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK. .. .... ETDEK . .ADKNLVLELDDTIELE
115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL .EFE.E. . oo te e ee e
625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI.NILPDDST..... EE.....ouv....
1313 DR RS12030 WP 010888966. 1 MAATRAGNAGEAPALAPAPAAPEAAEA . « o oo et
1245 Cj1673c YP 002345041.1  DK)GMEINCHRISTENR A RIK TSR A DR TK ABQNSMEEGN . . . . . ISGSEDDEGE. .E. v v e et ee e e
1214 NCTC11637 00359 SQJ03206.1 DKiGMCIn(cHE WA LMK K ABADRITLKBRES IESNEE. . . . . IMPLPDEPLE. .EME. . . .t to et e
1211 C694 RS00795 WP 000963128.1 DKIGNCINEREWNR A LKA K ABADBTLKBRES IESNEE. . . . . IMPLPDEPLE. .EME. . o oottt
1334 RAOC RS04870 WP 004918236.1  DTIAMANERD T VEELEK B ABMEAKBIEKLQAK . . . o . oo e e e e e e e e e e e e e e e
112377 1862 RS05095 WP 038539623.1  GQLEXCIA(CHNETNEKEAK BN ShiA TiohalM Q@I TNSNAST . . . . . ISDEVGNNLSSEEGATDE. .APSVF. . ... .......
1389 A4U8S4 RS07560 WP 021112712.1  GTLORCINERNNINY KWK /A0y  ABKBEQEW:INTLESNPN . . . . . SVLKATASDSNDESDVEE. .FSEEEL...........
1130 NGFG RS03960 WP 003688695.1  GALGReXn(clam\vEVEBAKIAI3o01S i A KA L NEMEMH . . . . . ITEGTQDETDGER. ....... PEE........u....
1124 NGFG RS03960 WP 003688695.1 G ALGRCIn[eH(vEVIBIK|Ap:3ohiS Bhohal A KIBIA L NEMIEMH . . . . . ITEGTQDETDGER. . ...... PEE. ... oo,
1123 0K783 RS03845 WP 003688695.1  GALGREIn(eRDN v EvIBIK /338 S Dokl A KB A LNEMEVH . . . . . ITEGTQDETDGER. . ...... PEE.......ouu...
1427 RS RS02760 WP 011000510.1 GERSKECRDNCRERSARIBYAIAEARIAENKWIEHLEMTPY . . . . . GAVTLA.EEVEED . . v v ottt e
1165 A1552VC RS01565 WP 000344154.1 GDLGREIA(eHM ANIC K MBIK |3 58 A K TIBK KBIEMLLNPEN . . . . . MQLIAETSSAADDVEFGA..VPEEF............
1142 GTF74 RS11550 WP 000344154.1  GD)GReInlelANINC KEBAKIA\I3ohiA K TBK KBIEMLLNPEN . . . . . MQLIAETSSAADDVEFGA..VPEEF............
1022 ACIAD RS06390 WP 004925639.1  GNEGNCINERNV I REBIE|ApBIS TIRMBA VIBIEQLLTKAS . . . . . DQTAA.HDETEEEPDLL....ES.. ... ..o ...
1074 ABD1 RS10195 WP 000344167.1  GNLeRCINERN\V I RMF R NER{ABRERNBIEQLLTTGT. . . . . NGAVQ.I.EDEEEPDLL....LES.............
1205 PSJM300 05545 AFN77183.1  GSEERCInER ANWNA KESHE A p3oRIG Q1ohesQ QI AKLLMTSA . . . . . NTKATPVAEDLADADT . v oo ee e e eeen

consensus

|
e KgV Sk bR eFy E

=

Pl sk ko % %k k %k * * *k

cEasPRe EECREFA VZ§EE¥¢LDLPDELEJE

387
385
385
385
385
381
381
377
382
348
355
363
343
347
347
343
352
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 C 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 112377 I862 RS05095 WP 038539623.1 R 352
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



