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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEA.LSRGWSVKSGTGTED 71
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQA.INEGKTPSLTSTDE. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQA.ISEGHTPSLVSSLP. 74
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1123737 EL276 RS08500 WP 107928640.1 .......MKAIQKGFTLIELMIVVAIIGILASIALPAYQDYTARAQVSEALTLADGQKTAVTEYYADKGELPENNDKA.. 71
NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSA.. 71
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSA.. 71
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus ***!!*!!!!!!!*!!*!!!!**!*!*!**!**!* ***** * ****** * * *

logo

A
S
N
V

K
V
I
T
A
F
A
D
T

A
K
S

A
G
K

E
G
S
V
G
A
C
F
P
Y

G
L
V
IGASIVGQSTADEPVSADFIPASGPSATANSTGQSTDPHLNTAIDPKANSGTTPKLNYFGCVTKQADEKNPTSGILVADGETAILVDIKTACGIVPGTDEGTASAPTDKVSAADKPTNW

G
A
D
H
S
T
Q
V
ADV

I
E
I
N
T
L
A
I
V

L
Q
A
C
T
I
L
F
T
M
Y

L
N
S
A
D
T
T
A
G
T
E
K
A
A
K
M
Q
S
S
G
N
TGAILMNVGANPGKNPTDREGKLFNIAANQDGKDGNAGKI

N
S
K
T
M
V
L
I
A
R
V
I
S
T
I
M
L
A
F
N
V
W
T
A
G
R
P
L
TAVAINGKTALVPVASKRSALTYAQRTENPQSA

NTDB id 1192 PAKAF RS23870 WP 024947914.1 A...TKKEVPLGVAADA....NKLG.TIALK.PDPADGTADITLTFT...MGGAGPKNKGKIITLTRTA........... 128
NTDB id 1197 PSJM300 03940 AFN76866.1 ........GYIGITDST....S.YC.DVDLD..TAADGH..IE.CTA...KGGNAGKFDGKTITLNRT............ 118
NTDB id 1204 PSJM300 03935 AFN76865.1 ........GFIGIGAST....N.YC.TVTLI..ATATGS..IT.CTT...QNGMPDRFNGKTITIART............ 120
NTDB id 1191 AAC28468.1 484..945( ) NVIFDSA..........NGLDGKYFAPGGVTVT.PDTGA..INIAFDAGA.......NAGKTMTITPTVI.......AAS 127
NTDB id 1123737 EL276 RS08500 WP 107928640.1 ...........GIAP.ATDIKGKYVTSVTV.....SKGV..ITALLN...STGLADGIKGASVILTP..........TTN 119
NTDB id 1119 NGFG RS11465 WP 017147169.1 ...........GVASPPTDIKGKYVKEVEV.....KNGV..VTATML...SSGVNNEIKGKKLSLWG..........RRE 120
NTDB id 1109 OK783 RS10670 WP 157147416.1 ...........GVASA.STIKGKYVQKVEV.....AKGV..VTAQMA...STGVNKEIQDKKLSLWA..........KRQ 119
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWD..ITVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATS 147
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQ..ITVTYTT.A.......AGGGTLALVPTAAGTALPVSSAP 130
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S.......SCVGVQEISASNATTNVAT..ATCGASSAGQ..IIVTMDTTK.......AKGANITLTP..........TYA 124
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQS..IAIG..ANGV..ITITYTA.A.......AGGGTIIMTPT.........LQA 112
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVAS..IAIG..ANGV..ITITYTA.A.......AGGGTIVMTPT.........LQA 112
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 .ADGLWKCTSD...................QDEQFIPKGCSK...... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 .ADGEWSCAST...................LDAKYKPGKCS....... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 .TDGLWDCTSD...................LDSRYKPGKCL....... 141
NTDB id 1191 AAC28468.1 484..945( ) GQISTWTCAPGA...............ANGIETRRLPTSCQ*...... 153
NTDB id 1123737 EL276 RS08500 WP 107928640.1 NGSVSWSCSTAKTGGSG..........TDPLEAKYIPAACRK...... 151
NTDB id 1119 NGFG RS11465 WP 017147169.1 NGSVKWFCGQPVTRADDDTVADA..KDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 DGSVKWFCGQPVTRTGDNDDTVA..DANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1188 NELON RS01755 WP 003772458.1 TGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK....... 188
NTDB id 1424 RS RS02795 WP 011000517.1 SGPIMWTCYAQNKAQAASSVAPS...GTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SGAVTWKCTTT..................S.DKKYVPSECRG...... 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 NGDVTWTCTGG..................TLLAKYRPASCRP...... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 NGDVTWTCTGG..................TLLAKYRPASCRP...... 136
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