
logo MPSATPRHIQRAPFDNPLTAIP IQSGTNL I EASAGTGKTYGIAALFTRL IVVLEKQKMPSVERS IVLVVTFTKAATAELKTRLRARLDDVLQRAVLE
NTDB id 1123728 EL276 RS05005 WP 126304614.1 MPTRHQPFNPLTIPIQGTNLIEASAGTGKTYGIAALFTRLVVLEKMPVESILVVTFTKAATAELKTRLRARLDDVLRALE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 DNPNA....AHDSDGLQTYCEREHKDDGFILPLLTQALSQEPQARLIVRLKAAIGQFDNAAIYTIHGFCQRLLRDYAFLC 156
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
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logo QAVPFDVELATEDEDNGRDERLLVPAEQDFWRAENRVSDGDNPLVLAARLAVFKRYKAQTVPQTVLAKQIKRAKFYI
LSRPYLNVFRRPQRATDLKTAQAQTARDTALEQQTST

NTDB id 1123728 EL276 RS05005 WP 126304614.1 QVPFDVELAEDNRERLLVPAEDFWRANVSDNPLLARLVFKYKQTPQTVLAKIKKFISRPYLVFRRPRTDLTAATATLQQT 236
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 WQKVRENLTALTETFWRVHPNLNGNSYRKTSFENLFAELRHAAEYDLLPAFN....EKLAMFAADVLESKTKKHAAPDLA 312
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 AYAGLQMLANLGRDLAAVGEEEQNALTALQLDLLEHINNALAEQKKSRHERSFDDLLLDVHHALTQSPHRRTLAETVADN 392
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 WKVALIDEFQDTDPLQYEIFSRLFIRQGNPLFLVGDPKQAIYSFRGADIYAYLQAAEDAEHHYTLATNYRSHAKLINGIG 472
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
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logo ALFKRLQKENRPFVLEHNIGNYSTDEVAGAASRAEAEGSRLKSPAKRPAI
VQLVRWLHNERNDDNDEKSATANKDEKVLRRRAADEYCADE IAQRALNEAASAGGRLNFY

NTDB id 1123728 EL276 RS05005 WP 126304614.1 ALFKQKNRPFVLEHINYTDVAASREAGRLKPARPAIQVRWLNRNDDDSTAKEKLRRRAAEYCADEIAQALNEAAAGRLNY 552
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 QKNADSEARPLQSGQIAVLVRTHNEGLLISQELKKRNVQSVIRSRESVFATPEAEAVAALLGFWLQPQQTEPLRFVLGSI 632
NTDB id 1132 OK783 RS01905 WP 010951035.1 K......DRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSG 634
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 LFQQTAAELYTLNHDENALLAWIASAETAAATWRQHGIYAAMQQFAARHGIETRLLKSGNERSLTNYHQILEHLAEEDEQ 712
NTDB id 1132 OK783 RS01905 WP 010951035.1 IFGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQ 714
consensus *! ! !* !* ! *!*! !! !! ! *!!*!!!!!! !!!!!!!! ! !!!!!!*!*!!*!! !! !

logo

N
S
H
R
N
TPASASLHKQWLLRDEQIQSALAGQENNSGGSDENNRAI ILRLESDDEADLVKIVTMHAASKGLQYPLVYCPFAVWDAAQDNTGKPASDEWQI LHQGNARNQRA

NTDB id 1123728 EL276 RS05005 WP 126304614.1 SHTPSSLHQWLLEQIQAAQESGGSENNILRLESDDALVKIVTMHAAKGLQYPLVYCPFVWDAADNKPAEWQILHQNRQ.A 791
NTDB id 1132 OK783 RS01905 WP 010951035.1 NRNPAALHKWLRDQISLAGNNGG.DNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRA 793
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 VLLAEHQLDDTDTELLADEELAERLRLLYVALTRAEEQLNIYAAYCNDTTDNTFAYLLEGGRQATRSENKAAYEAAKNEE 871
NTDB id 1132 OK783 RS01905 WP 010951035.1 ELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYAC..EKD 871
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 GVEMLKANWQRFINNTSKNTEFVFTEDAPPQAVYHGIQFSDGLYQAASIPERTFELIRHTSFTGLSRHTRSRDSERDELQ 951
NTDB id 1132 OK783 RS01905 WP 010951035.1 GITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDAC 951
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logo PAS ILDAPAESTSVPVARMPPSESEKMTPSTEANSDQGTDIGS IHADFPKRGTNQAGLVCLHE I LEDHFDKFAGAQASAEATAEQAEETAL IVATDTAKLAKKRYGFDEDE I
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 PAIDPAESSVVRPSEKMPSENSQTDGIHAFPRGTNAGVCLHEILEHFDFAASETAQAEAVTTALARYGFDDTWLPAVNVM 1031
NTDB id 1132 OK783 RS01905 WP 010951035.1 PSLDAAETSVPAMPSETPT.ASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEM 1030
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 LEHVRQTPLTGKYALADIAADRRLPEMAFTLYMHDFNLNRLREWFARPHLNLPSECVAAAQQLDFAAVKGFLNGFIDMVY 1111
NTDB id 1132 OK783 RS01905 WP 010951035.1 AEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVC 1110
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 QDSDGLVCVIDYKSNRLGDTATDYTQTAMNEAMAEHHYYLQALIYAVAVARYFKIRGLPQPQIAVRYLFLRGLDGSGNGI 1191
NTDB id 1132 OK783 RS01905 WP 010951035.1 QDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGV 1186
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NTDB id 1123728 EL276 RS05005 WP 126304614.1 WAWNLDSSDLAEWL 1205
NTDB id 1132 OK783 RS01905 WP 010951035.1 WRWDIDAAALEQIK 1200
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