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NTDB id 1123719 EL276 RS02815 WP 126304144.1 MTTALPSDSDQAAAEAAVAFLERHAPADAAVAAPYIPRLFAALQDGHSFIWLDNREAAELAAASNVVGKGEGMPLVLEGK 80
NTDB id 1134 OK783 RS03985 WP 010358120.1 .MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGT.SAAPLILEGR 78
consensus * * * !!!! !!* !!!!*!* ! !** *!!! !!! !!!!! ! !! ! ! *!!! * * !!*!!!*

logo RLFLGRMWQLERYDLAAE IKVRLAAVAEGTVESAPVDAWALGQAGRQRNLAEKWFGQEGAKGSEGQRDAAALALLQFPFML
VI STGGPGTGKTTTVAKL

NTDB id 1123719 EL276 RS02815 WP 126304144.1 RLFLGRMWQLERDLAAEIVRLAVAEVEAVDWLQAGRNLAEWFGEKGSEGQRDAAALALLQPFMLISGGPGTGKTTTVAKL 160
NTDB id 1134 OK783 RS03985 WP 010358120.1 RLFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKL 158
consensus !!!!!!!!!!! !!!!!! !!! ! !*! ! !!! !! !!!!!!!!!!!!!!!*!!*!*!!!!!!!!!!!!!!

logo LAGL ILCGESNETNQLPHR IALAAPTGKAAAHMARALHKRAS ILNGRFDEALPEAKAVKRRHLLKQLEGQTVHRLLKLRSPPKQMQAPALFDNGHEIQRPLPFLD
NTDB id 1123719 EL276 RS02815 WP 126304144.1 LGLLCGSNTQLPRIALAAPTGKAAAHMARALHKALNRFELPEKAKRHLLQLEGQTVHRLLKLRPPQMQPLFNGEQPLPLD 240
NTDB id 1134 OK783 RS03985 WP 010358120.1 LALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFD 238
consensus !*!*!! ! *!!*!!!!!!!!!!!!!!!!!!!* *! !* !! *!!!! !!!!!!!!!!!! !! !!* ! * !!! !
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I
VL IVVDEASMLDTVASLLMLHQLLKRAVKPQTGACRVI LLGDENQLPSVGAIGAVLASEVLASQEKTVLDGSDETAHQERLAAGFMLPEQHGFSTVASADHNPPPV

NTDB id 1123719 EL276 RS02815 WP 126304144.1 ILVVDEASMLDVSLLLHLLRAVPQGCRVILLGDENQLPSVGAGAVLAELAQETVLDSDTAQELAAMLPQHGFTVADHPPP 320
NTDB id 1134 OK783 RS03985 WP 010358120.1 VLIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPV 318
consensus *!*!!!!!!!! !*!*!!*!!* !*!!!!!!!!!!!!!!! !!!! ! ! !!!! *!*! !!* !! !!!*! *!!*

logo LASQNTVAGHRLKSFTSHRFGDENSGIGCLARAAVVESGDAEGTAWALQFADCRFPDELEHVRSETCGRSPSNRAQQRAVERWLYGRAKHAKADYWQAVDKADGDNI
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NTDB id 1123719 EL276 RS02815 WP 126304144.1 LSQNVGRLKTSHRFGENSGIGCLARAVVEGDAETAWAQFACFPDELEVRTGRSRQQAEWLYGKHADYWQAVDAGDVKKAF 400
NTDB id 1134 OK783 RS03985 WP 010358120.1 LAQNTAHLSFSHRFGDNSGIGCLARAAVSGD.EGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAY 397
consensus ! !! **! !!!!!*!!!!!!!!!! ! !!*! !!! ! *!!!!!!* * * ! !! ! !!!!! ! * !*

logo

A
E
G
H
I
Q
S
TDAIVVLAAWRDQDAAEADFNEAEYCRRSCYLVQRRKYGMNRAIGPAEDHLVAPW

YFAGEQAP I
VMIRTQRNDYALDELFNGDI

VGL IVMEPDDVGTARPQDGMSLAAYFAPDS
NTDB id 1123719 EL276 RS02815 WP 126304144.1 EHQTDAVVLAAWRDDAAAFNEEYRRCLQRYGRAGADVPWFAGQAVMITRNDYALDLFNGDVGLVMPDDTAPDMLAAYFPS 480
NTDB id 1134 OK783 RS03985 WP 010358120.1 AGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFAD 477
consensus * *! !!!!!!! !! !!! !* ** ! * ****!!! **!! !!!!!*!!!!!*!!*!*! * !!!!!*
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VALVSCRLPEFHEPTAFALMTVHKSQGSEYREVWLLPPSDVAENPSDEGDRDGASALESGFLSKRAELLYTAI
VTRAREGKRFVFFWGGTKQDKGTFCQ

NTDB id 1123719 EL276 RS02815 WP 126304144.1 VEGYRKIALSRLPEHETAFALTVHKSQGSEYREVWLLPPSVEN....RGSAEGFSRALLYTAVTRARGRFVFWGTQDGFQ 556
NTDB id 1134 OK783 RS03985 WP 010358120.1 ADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFC 557
consensus *!**!*!*!*!!!*!*!!!*!!!!!!!!!!!!!!!!!!! ***** ! !* !!!!!*!!!! *!!!*! !*
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NTDB id 1123719 EL276 RS02815 WP 126304144.1 TACRESCNRRSALREMIAERFADYAENGERAGR 589
NTDB id 1134 OK783 RS03985 WP 010358120.1 QAVNTVKVRQTALGSMLERVFSQE......... 581
consensus !* * ! *!! !* ! *********

X non conserved
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X ≥ 50% conserved


