
logo MKPQKSLRATRALMDI LASRQE I
VSRAI EGFLKRKLAPHYAESEEELDEKNLVLANEFAERNWQSDELRFYAEAYIHRSKSRKMHGRSLRLKQALAAQ

NTDB id 1123715 EL276 RS02380 WP 107928991.1 MKPQKSLRTRALDILARQEISRAEFKRKLAPYAESEEELDKLLAEFAERNWQSDERFAEAYIHSKSRMHGRLRLKQALAA 80
NTDB id 1135 OK783 RS05295 WP 003688187.1 MKPQKSLRARAMDILSRQEVSRIGLKRKLAPHAESEEELENVLNEFAERNWQSDLRYAEAYIRSKSRKHGSLRLKQALAQ 80
consensus !!!!!!!! !!*!!! !!!*!! !!!!!!*!!!!!!!* *! !!!!!!!!!! !*!!!!!*!!!! !! !!!!!!!!
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NTDB id 1123715 EL276 RS02380 WP 107928991.1 KGVAEETAREFLPNRDSELQTAVAVLRKKFKRPGSDLKETQRQMRFLAYRGFDMDIIRAALKSDWEED..... 148
NTDB id 1135 OK783 RS05295 WP 003688187.1 QGIDEKTSRNLLPDRSSEKQAAIAVLRKKFKHPAANLKEKQKQARFLAYRGFDADTVQTALKHAWDENWEDSC 153
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