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NTDB id 1123551 EL247 RS03600 WP 104745653.1 MTEAKPLPLNEALAATLKKLPNKSGVYHYFDSEGRLLYIGKAKNLKNRIKSYFRFTPNLSV.APNLSARISQMVSQIASM 79
NTDB id 1206 C694 RS04180 WP 000774319.1 .........MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFL 71
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NTDB id 1123551 EL247 RS03600 WP 104745653.1 RYIVVENENDALILENSLIKQLKPKYNILLRDDKTYPYLCVDISEDYPRILLTRKVFKSQSIHYFGPYSSGGRDLLDSLY 159
NTDB id 1206 C694 RS04180 WP 000774319.1 ETILVENEQDALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLY 151
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NTDB id 1123551 EL247 RS03600 WP 104745653.1 ETFPLAQKESCLKGKKACLFYQIKRCLAPCEGKISKEDYRKILEQALECIQNPKKILAILDKKMQFLSENLRFEEAMVLR 239
NTDB id 1206 C694 RS04180 WP 000774319.1 ELLPLVQKKNCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYR 231
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NTDB id 1123551 EL247 RS03600 WP 104745653.1 DRIAKIKQISPLSGVDFARMEDLDIFALEIEGNKGVLVKFFVRGGRVVSSASNVIKSQYELNIEEIYTQSLINYYSGEIL 319
NTDB id 1206 C694 RS04180 WP 000774319.1 DRIAKIQKIAPFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLP 311
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NTDB id 1123551 EL247 RS03600 WP 104745653.1 IKPKQILIPYDLKEKKDELEQFLYQKLHKKIPIHCPKSGDKKQLCNLALKNAKESLNLNLTASEEIL.LDIQKLFGLQNM 398
NTDB id 1206 C694 RS04180 WP 000774319.1 LMPEQILLNACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECM 391
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NTDB id 1123551 EL247 RS03600 WP 104745653.1 PYRIEIFDTSHHRGKQCVGAMVVYDE.RFIKESYRHYLLEGSDEYSQMKEMLQRRIEKFKEEVPPDLWVLDGGVGQINLA 477
NTDB id 1206 C694 RS04180 WP 000774319.1 PYRVEIFDTSHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIA 471
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NTDB id 1123551 EL247 RS03600 WP 104745653.1 KDLLNSAGVNLEVVGISKEKLDSKAHRAKGAALDILRDEKGQEYRLKSSDKRLQFLQKLRDEAHRFAITFHQKQKQKTMQ 557
NTDB id 1206 C694 RS04180 WP 000774319.1 LEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTP.SDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMK 550
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NTDB id 1123551 EL247 RS03600 WP 104745653.1 QSKVLEVKGVGKAIQKRLLAYFGSFEGIKKASLDELEKILSKDLAKSVYDKMQHNLE 614
NTDB id 1206 C694 RS04180 WP 000774319.1 QIALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI............. 594
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