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NTDB id 1123530 EL235 RS01620 WP 126340667.1 MNLSK.KLKKFSGKNVLLLQGPVGGFFRKIATKI..PQAKVYKVNFNGGDFFFYPFKSINYTKSLAELEDFYKKLFEEKQ 77
NTDB id 1240 Cj1413c YP 002344796.1 MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLAVKMRKNQTKVFKLNFNGGDFFFYPSGTRC.KCDEKDLENFYRDFFQNKK 79
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NTDB id 1123530 EL235 RS01620 WP 126340667.1 IQVILMYNDCRKVHEIAINVAKQMDIEIWIFEEGYIRPNFITFEKDGVNANSTLSREKEFYLSQKKFDKDFKFKTFSSTF 157
NTDB id 1240 Cj1413c YP 002344796.1 IDAILMYNDCRIIHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFTKE.SIKEIPGGF 158
consensus ! !!!!!!!! *! !! !!! * !!!!!!!!!!*!! *!! !!!!!!!!!*!*!*! !!!!! ! !** ! * !

logo

K
R
F
NMAFADASFLYWLFAF ILFLASPWCFFNNKSLHHRSTLKYLPFDEFLFPWFCRSLVYRKNYKLYKITEKKSLNEKI LYNSLEKKQKYFLAI LQVHYNSDTQI

L
K
S

NTDB id 1123530 EL235 RS01620 WP 126340667.1 RNMAFASFLYWLFAFLFSWCFNNSLHHRSLKLFDFLPWFCSVYRKNKYKITEKSLNEKILSLKQKYFLAILQVHNDTQLS 237
NTDB id 1240 Cj1413c YP 002344796.1 KFMAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYKITEKKLNEKIYNLEKKYFLAILQVYSDTQIK 238
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NTDB id 1123530 EL235 RS01620 WP 126340667.1 HHYKKTTEKFIEEVIISFANHAKAKSYLVFKHHPMDRGYRDYTKLIEDLSLKYNVEGRILYVHDLHLPTLLINTRGTIVI 317
NTDB id 1240 Cj1413c YP 002344796.1 YHYKKSIEHFIEETILSFANHARAKSYLVFKHHPMDRGYKNYFKLINDLSRKYHVEGRVLYVHDTHLPVLLRKALGCITI 318
consensus *!!!!* !*!!!! !*!!!!!!*!!!!!!!!!!!!!!!!* ! !!! !!! !!*!!!!*!!!!! !!! !! !*! !

logo NSTVGLSAI
L
L
Y
E
H
G
N
C
SPLTKVCMGKNAFYDNFI EGLSTYPQKKSLHQFTFWKREACHRAYKPDNAPVLHVACKNFKRKNYLVI

L
Q
Y
K
T
N
TQFVNGNFFYKNFTFSLDK

NTDB id 1123530 EL235 RS01620 WP 126340667.1 NSTVGLSALYHNSPLKVMGKAFYDIEGLTYQKSLHTFWKECRAYKPDAVLHAKFRNYVIYKTQVNGNFFKNTSLD. 392
NTDB id 1240 Cj1413c YP 002344796.1 NSTVGLSAILEGCPTKVCGNAFYNFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLQTNQFNGNFYKNFFLDK 394
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