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TLILILE D RISV LAY 6 R AR L

MIRLILINILFCHYLYALDCQKRLFDISINEKLSIQESLDELAKYCSFSIIVKDKIAKEKLEGLQNS NIHQMSLDEIFN

MIRLILINILFCHYLYALDCQKRLFDISINEKLSIQESLDELAKYCSFSIIVKDKIAKEKLEMLQNS NIHQMSLDEIFEN
PELL Tttt

NG YED) L8 ER TS 05 TNAOAR RS SR 5 R

FFIKEHDLSYDFDGKILRISGINTKIFKISYITSIREGQSITKASVDAKPROSEYSGSFDDAEDNMIKSMEKFDFWQNIE
FFIKEHDLSYDFDGKILRISGINTKIFKISYITSIREGQSITKASVDAKPRQSEYSGSFDDAEDNMIKSMEKFDFWQNIE
PELE e rrrrrrrrrrrrrrrrnt

E LLRHENEAC AL T DSLOAINLRLE LA D0 AU O

KEITIVLLKNSHEDYEAKTPIINPNAGLIIVTGTNSQLKSVKNYLQKLENRLKKQVIIDVSILAVSLNESHSSGINWQNFN

KEITIVLLKNSHEDYEAKTPIINPNAGLIIVTGTNSQLKSVKNYLQKLENRLKKQVIIDVSILAVSLNERHSSGINWQNFN
PELE e e e e orrrrrrrrrnd

D CRAL WL LR ELXATSTLSPAL ARV LTAER

IGLNSQVNNENSFIQFQNGQGFVKNLGLRANLNFDSIINFLSQNGKTSVLSNPKLMALNNQQAIISVGDTINYQVKESSK
IGLNSQVNNENSFIQFQNGQGFVKNLGLRANLNFDSIINFLSQNGKTSVLSNPKLMALNNQQAIISVGDTINYQVKESSK
PLL e rrrrrrrrrnt

TELTIENSIVILLL D LR SORR ETRRAE T IS

GTENGTTVSESYNNYSIFVGILLNILPEISDDGKIMLRINPSLSDFKYPEDNKRQKEPRTIAPDTIQKKLSSVVQVENNQ
GTENGTTVSESYNNYSIFVGILLNILPEISDDGKIMLRINPSLSDFKYPEDNKRQKEPRTIAPDTIQKKLSSVVQVENNQ
PELr e rrrrrrrrrrrrrrrrrrnt
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TLILGGLISHDKSNEKNSINFLSKIPILGSLFKGEVLNSKWYTEIVFIITPSIVDSVNAPSLKDLGFKHYE

TLILGGLISHDKSNEKNSINFLSKIPILGSLFKGEVLNSKINTEIVFIITPSIVDSVNAPSLKDLGFKHYE
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K non conserved
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>50% conserved
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