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NTDB id 112344 I927 RS02205 WP 196296245.1 IRLIQFLLPLKWVTPTLPIIVGLLFAWFYAELAGFSIPTSRAFFALTVVSWVKLWRRSYSVWQFFLLVVALLLLGEPCMILSSSF 340
NTDB id 1359 HI 0061 AAC21739.1 ARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFFTLVVGFLLFCDPLMPLSVSF 331
consensus !**! ! ****! !** !*!!! !! !!!!!*!! !! !! ! ** * !!*!!* !!! !!!* !! **!*!*!! !!

logo WLSCVGAVGSCVLLMLWYQRI
Y
F
VPFLSLFLHQWKRGNKRKPFI STESPWP

R
K
N
C
VRWI

LFSLFLHLQFLGLLLWFLFTPLVQLFLLFNQGI
L
A
SLSTGSFLMANFVLMAVVP IYSFVI

LL IV
NTDB id 112344 I927 RS02205 WP 196296245.1 WLSVGAVSVLMLWYQIFPLSLLHWRGKKITESPWRNCRWLFSLLHLQLGLLWLFTPVQLLLFQGIALTSFMANVLVVPIYSVILI 425
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NTDB id 112344 I927 RS02205 WP 196296245.1 QMRQLNPSLKWKTYLLAVVISLYCFLQILYKAISQPLWRLDTLDVGQGLANLIVVNGKGVLYDTGASWAGGSMAELEIIPYLQRE 594
NTDB id 1359 HI 0061 AAC21739.1 LSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQRE 582
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NTDB id 112344 I927 RS02205 WP 196296245.1 GIELEQVILSHDDNDHVGGAETILKHYPQAKLMTASAQNYGKTDRTFCEAGKTWTWQLLTFKALSPTKIVKRAKNTDSCVLLISD 679
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