
logo MKKSLSYAKR IYKSQEYLASTLGTI ERYRSLFGGSYSLTVDEDTVFAMVASDSGELYLRACEQSAQYCVKHPSPVWLTFYI
KKCRGRPSVTVLN

NTDB id 1123149 EL296 RS15725 WP 048212109.1 MKKLSYARIYKSQEYLASLGTIRYRSLFGGYSLTVEDTVFAMVASGELYLRACEQSAQYCVKHSPVWLTFIKRGRPVVLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!!!!!!!!!*!!!! !!!!!! !!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!* !*!!*! !!

logo YYQRVDNDESTLWQRNQLQKQLVRSLSKRYSLDAALKEKQSSTRFNATQREHRLKRDGLPNMS
TFHLEATI

LLGNEAVGIKDEVRSATLR I
MLGAKMCWLKRLRQQVN

NTDB id 1123149 EL296 RS15725 WP 048212109.1 YYQVNDTLWQNQQQLVSLSRYSLDAALKEKQSRFAQHRLRGLPNMTFHLETLLNEAGIKDESTLRMLGAKMCWLKLRQVN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! ! **!! !! !! !!*!!!!!!!!!! *! *!!* !!!!*!!!! *! ! !!!! !!*!!!!!!!!*!!! !

logo

P
S
A
L
L
VTEVKI LFYAMLEGAIGIG IHEAALPAVAIRRQELAVEWAVDSSLTPEKPQEVFYPAELE

NTDB id 1123149 EL296 RS15725 WP 048212109.1 PALTVKILYALEGAIGGIHEAALPAIRRQELVEWVSSLTPEPVY..... 204
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus * *! !!!* !!!!! !!!!!!!! !!!!! !! !!!! * ******

X non conserved

X similar

X ≥ 50% conserved


