
logo

MSEQM
T
L
S
D
P
L
NRQTEHLVEPEHKLYTWDLTTI FYAKSTDAEDEWESTAEFYEKES ITQVQDLLVKTEKASGSAQYAQGHKLGLDESASEKNTLLAGALTERFLRYDMS

TLFMDRKRALESKNI
LYVYAHS

NTDB id 1123109 EL241 RS10515 WP 003754502.1 MSEQTLPLRQEVPEHLTWDLTTIYKSDEEWESAFKEIQQLVTESGQYQGKLGESSETLLAALRFRDTLFDKASNLYVYAH 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYAS 76
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NTDB id 1123109 EL241 RS10515 WP 003754502.1 LKMDQDTANPTYQSLHSRAGSLISQLMAAVSYFDPEILSIDEAKLAGFLEENADLRLYEHLLDELSISRPYILSEKEEAL 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEEL 156
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NTDB id 1123109 EL241 RS10515 WP 003754502.1 LASAGEVLGSSSDTFNTLNNADIKFPTIKNEDGESVEITHGRYGKLLESKDRSVREAAFKGVYQVYEGLKNTLASTLSGQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGV 236
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NTDB id 1123109 EL241 RS10515 WP 003754502.1 VKKSNFYARVRGYKSAREAALSGNHIPEEVYDSLLESVNNNLPLLHRYVKLRQQLLGIEDLRMYDLYTPLSNDVDLNFTY 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTY 315
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NTDB id 1123109 EL241 RS10515 WP 003754502.1 EEAKEVVLEGLKPLGEEYQAILKEAFDSRWIDVTENKGKRSGAYSSGAYSTSPYILLNWQDNIDNVFTLAHELGHSVHSY 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHST 395
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NTDB id 1123109 EL241 RS10515 WP 003754502.1 YTRNNQPFIYGDYSIFLAEVASTTNENLLTDYLLKKYDDPKIRAYLLNHYLDGFKGTVFRQSQFAEFEHKIHQADQGGEA 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQI 475
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NTDB id 1123109 EL241 RS10515 WP 003754502.1 LTADYLTETYADINKKFYGTEVMHYDKEIGYEWSRIPHFYMNYYVFQYATGFSAASALSQKILDEGQSAVDDYIAYLKAG 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LTADFMNKLYADLNEKYYNLKAE.DNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAG 554
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LKKAGVDMTNTSTDKPYLVDADAFLKVVFEDKRLTVELEATLVENKGVHLS
NTDB id 1123109 EL241 RS10515 WP 003754502.1 NSDFPIDVLKKAGVDMTTSKPVDDALVVFEKRLTELETLVNK..... 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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