
logo MGRATENRLRTFLFSEGDEQGQRR I LRLYHLYRLTIGLAVLVLL I SASDELEHDNDQLVLEKLMS
V
H
NPEQLFHQVYGASWCIYL IVFLNI ILVALVFLLVPQNPPSERQRDLLP I

V
F
L

NTDB id 1123054 EL330 RS03075 WP 041015969.1 MGTENLTFFGDQGRRILRLYHLYRLTIGLALVLLISADLHNDLLEMSNPQLFQYGAWIYLILNIIVAVLVQNPERDLPVL 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! ! ! *!! !!!!!!!!!!!!!!! !!!!!! *!* *! * *! !!* ! !*!!* !!*!!* **** !!*

logo

G
I LALMTDVI

L
L
MLCSGLFYAFGGGTVPSGIGNSLL IVVAVAIANI LLRGR I

VGFLFVIAAAVAASLTGL ILYLTFFYLS ILQSRSPDEASTNSHQYVQAGSAGLG
NTDB id 1123054 EL330 RS03075 WP 041015969.1 GLALMDVILLSGLFYFGGGTPSGIGNLLIVAVAIANILLRGRVGFFIAAVAATGLIYLTFYLSIQRPEASSQYVQASALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!**!*!!!! !!! !!!!! !!*!!!!!!!!!!!!!*! !!! ! !!*!!!!*!!* !*!* *!!!! *!!

logo TLCFAAAFLLVI
VQAGLAVRRLQEQQVSTETLAEREQRAEETVANLEAELNAL I LQRMRTGI LMVLVDPSQREQAR I

VLLANQAGALGQLLGRQDDSLVAQGAERSLAG
NTDB id 1123054 EL330 RS03075 WP 041015969.1 TLCFAAAFLVQGLARRLQVSETLARQRAEEVANLEALNALILQRMRTGIMVLDPQERVLLANQGALQLLGQDSLAGERLA 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!! **!*! !! *!!!! !!! !!!!! !!!!!!!!!!!!!*!*!* *!!!!!*!! !! !! * ! !*
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C
SPEMLLMHKACLMKQQWRGLNPSTLRPPNTLKRAVTVPDGGPTLVQPSFAIASLNQHREGDNDKLQDHTVL IVFLEDI SQIAQKQAQQLMKLAGSLGRLTAGS IAHE

NTDB id 1123054 EL330 RS03075 WP 041015969.1 PRCPELLKALQQWRGNPTLRPPNLRATPGGPTLQPSFAALQHGNKLDTLVFLEDISQIAQKAQQLKLASLGRLTASIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus ***! !**** !!! !!*!!!! !* ! !!!*!!!! !** * !*!!!!!!!!!! !!!*!!! !!!!!! !!!!

logo I RNPLGAI SHAAQLLQESEELDAGPDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGQGRLGRNPDQ
NTDB id 1123054 EL330 RS03075 WP 041015969.1 IRNPLGAISHAAQLLQESEELDGPDRRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRQGLGPQ 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !!*!! !** ! *
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TLHLDQLTGVAGGSDS ILQTRMDPHNQLNTQVLSTNLVQNGLRYSAGQAQHNGPRAGQVWLRSLAFRDEPAESDLP I
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NTDB id 1123054 EL330 RS03075 WP 041015969.1 QTLHLDTVGSSLQTRMDPNQLTQVLTNLVQNGLRYSGQQNPRAQVWLRLFRDEASDLPIVEVLDDGPGIAAEQLQNIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus !!! * *!!!!!!*!! !!!*!!!!!!!!!!*! **!*!!!! ! !!* !!!!**!**!!!!!**!* !*!*!!!

logo FFTTESKGTGLGLYI
LSRELCESNQAR I

LDYRENREPEGGGSCFR ITVFAHPRKLS
NTDB id 1123054 EL330 RS03075 WP 041015969.1 FFTTESKGTGLGLYISRELCESNQARLDYRERPEGGSCFRIVFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!*!!! !*!!! !!!! !!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


