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TQQTQNQHRLML
MLHQLKLQAELQRTI

LQL IGKDLRRLVGFRAALNALKL ITEDSNL
NTDB id 1123046 EL215 RS09685 WP 126472067.1 ..MKPLKGETLLSLLISLGLSALLLLLVAQFYAQTQQQNQRLMLQLKLQAELQRTIQLIGKDLRRVGFRAANLKLIEDNL 78
NTDB id 1351 HI 0939 AAC22603.1 MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNAKLTESNL 80
consensus ** *!!! !!! !*!!! !! !!!! * *!! ! ! !!!***!*!!!!!!!!!!*!!!!!!!!!*!!!! ! !! ! !!
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SLFELDEKQGTAI FTIASQAEDNAPLPNSCVLFFYDLNKSNGC IGEKGKSYPTKKNTCMVKNGKGVKNTVASKNS ISETEKELFGYKLVNSDNKMIEKTKLQTYKQNS

NTDB id 1123046 EL215 RS09685 WP 126472067.1 ALFELDEKGTAITIAQADNAPLNSCVLFFYDLNSNGCIGEKYTKNTCVNGVKNVAKNIEKELFGYKLNDKMIETKQTYKN 158
NTDB id 1351 HI 0939 AAC22603.1 SLFELDEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSP.KTCMKKGKNTSKSSTEELFGYKVSNKMIKTKLTYQS 159
consensus !!!!!! !!!! ! ! !!!!*!!!!!!!!!!! !!!!! ** !!* !! ! !!!!!!* !!! !! !!
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NCRTASEETCKQRAFLQTQSTATCNAGGGWATDLLDENKNEFYDE I STQRLQRFDNWL IKAEGKGI

LE IKLAKGNLKTQTHTKPHNIQSYETSLVVPVLLWNQEKE
NTDB id 1123046 EL215 RS09685 WP 126472067.1 AVNADCRSEECQRALTQSTCNAGGGWTDLLDEKEFDISQLRFDWLKAGKGIEIKLAGNLTTHKHIQYETSLVVPLLNQEE 238
NTDB id 1351 HI 0939 AAC22603.1 VIPTNCTAETCKRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVVVLWNQK. 238
consensus ** ! ! ! !! !* !!!!!!! !!!! !**!* ! ! !! !!!*!!!! !!! ***! !!!!!!!*! !! *

X non conserved

X similar

X ≥ 50% conserved


