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NTDB id 1123042 EL215 RS06430 WP 164757060.1 MKITLFQMCIMLICSALSLLIVPDFFLFTWQQAKVGILMLVMIVFCCHWFSYFTVRNFCINAILFLLTLAYTHSQALSLL 80
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLIF.......LFIFLRRNFLVSLAFFVASLGYFHYSALSLS 73
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 TQAEKISSLPTKITLDLHISEILHQQDYQTLVATTSLFD.KEEQRLFINWRAPEKPQLGEIWRADVKLRPISARLNHGGF 159
NTDB id 1359 HI 0061 AAC21739.1 QQAQNITAQ..KQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGF 151
consensus !! !* **! * *! !!!!!!!!!!!*!! *! * !!!*!*!!*!*! !!! !!! !** !!**!!!!!*!!!
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 DRQQWYFSKRIIAVGNVKSAVKIGEDFSYRTYFLQNSLRQTEGLSLQGLLIALAFGERAWLDNKTWLIYQQTNTAHLIAI 239
NTDB id 1359 HI 0061 AAC21739.1 DRQQWYFSKGITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAI 231
consensus !!!!!!!!! ! !!! !!!!!!!** ! ! !!* *!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 SGLHIGLAMGIGFFFARLLQLALPTRFISSWFPFCFGVLIALGYAYLAGFSLPTFRAMMALLFIAILQFSRRYYTPLQML 319
NTDB id 1359 HI 0061 AAC21739.1 SGLHIGLAMGIGFCLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFF 311
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 CLVVAFLLFCDPLMPLSVSFWLSIGAVTCLIVWYRYVPLSIIEWRHQKLSNKVRWILGLFHLQLGLLILFTPIQLFFFNG 399
NTDB id 1359 HI 0061 AAC21739.1 TLVVGFLLFCDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFSPKVRWIFSLFHLQFGLLLFFTPLQLFLFNG 391
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 LALNGFLANLIAVPLYSFLLVPLILFAVLTNGVFSSWHLANVIAQGITQCLRVFQGSHVPISINLSLILTALLSLIFSGM 479
NTDB id 1359 HI 0061 AAC21739.1 LSLSGFLANFMAVPIYSFLLVPLILFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGIFMLI 471
consensus ! ! !!!!! *!!!*!!!!!!!!!!!!! !!! !!*!!! *! !!! ** !!!! ****! !! ! !!!!* !! *
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 LGRLYFSSQAQTKNTPLKSSQFFTLNSTKILPPDNYRKALLGIIFIFCVCIGSLGYRYFTKPKWQLDTLDVGQGLATLIV 559
NTDB id 1359 HI 0061 AAC21739.1 IWNIYREPEISSSNWQIKRAKFFTLNLSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQGLATLIV 551
consensus * *! * * ! **! !!!!! *!*!** ! * ! **! ! ** *!! !!*!!!!!!!!!!!!!!
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 KEGKGVLYDTGPAWQSGIGGSSMAELEILPYLQREGIELETLILSHDDNDHSGGAKAILATYPEIELITPSRKNYGETHR 639
NTDB id 1359 HI 0061 AAC21739.1 KNGKGILYDTGSSWRG....GSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGENYR 627
consensus ! !!!*!!!!!* ! **** !!!!!!!!!!!!!!!! !! !!!!!!!!!! !!! !! !! *!!!!!!!!!!!! *!
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 TFCLQGKQWQWRGLDFKVLSPTQITDRAENPQSCVILLTDGQYQILLTGDADVATERVFAENLGKINVLQVGHHGSKTST 719
NTDB id 1359 HI 0061 AAC21739.1 TFCTAGRDWHWQGLHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKTST 707
consensus !!! !* !*! !!*! *!!!*** !!*!**!!!!!* !! *!!!!!!* ! *!! !!!! !!!!!!!!!!!!!
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NTDB id 1123042 EL215 RS06430 WP 164757060.1 GEILLLQTKPDMALISSGRWNAWNFPHPTVIERLNRYQSAVENTAISGHIRLNFTEKGIEIEKARGDFSPWFVRVIGLSP 799
NTDB id 1359 HI 0061 AAC21739.1 SEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWYARVIGLSK 787
consensus ! !! ! *!!*!*!!!!!!!*! !!!**!*!!!*!! !!!!!!!*!!**!*!! *!! !! !!!!* !!!!!!*
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