
logo

MKQI IRQFS IGTVAYAIMQVASAQVAITNVVPMNIPGQGTE IRVMFNGLPPQPQAYQLEQPARL I LDFDKAGQKLAKSL I

NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLI 80
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1123036 EL215 RS03830 WP 420026300.1 ................................................................................ 0
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
consensus

logo

PVTTNEASS IDVSSDDKRARVVM
V
K
N
L
M
R
K
D
H
N
A
G
G
L
A
T
K
F
L
TTPTR

Y
K
V
E
L
A
G
T
Q
G
N
T
L
V
W
F
L
I
S
TLKWFIVNSGNL ILAQLASCPTAASTSPMF

V
A
V
F
A
T
S
S
A
A
E
E
P
S
V
A
P
Q
T
Q
S
A
Q
N
G
S
Q
I
L
G
K
E
S
NIGDFQRRTVGNAKDQEGKDEAGALVI

V
L

NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPVATSAPAPQQGIGNIGFQRGAQGEGLV 160
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ........................MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVL 54
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ........................MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVL 54
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ......................MKMRHGLTLTPRKLTGLFSLWFSLLLAP...FVAAEEVQSNSLKSIDFRTNKDKDAVI 55
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1123036 EL215 RS03830 WP 420026300.1 ................................................................................ 0
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
consensus

logo

I
V
I
V
D
ELQVAGSTPANSTAI

P
VVDI

V
K
Q
Q
R
K
Q
V
G
Q
S
E
K
G
V
L
V
S
V
I
D
R
E
F
L
P
L
G
N
K
I
T
K
S
D
I
V
K
P
A
T
D
H
D
L
Q
K
A
L
R
Y
R
LLNDTVTKDFASTVPVAES IVDESVYFNRDKGTEPSNTSGTRVQI

L
S
V
A
I
V
Q
Y
T
I
S
V
T
D
E
G
D
S
E
F
Y
E
S
M
Q

Y
K
H
M
K
D
A
Y
R
Y
F
T

Q
L
A
T
K
E
M
C
G
N
G
K
R

K
YFLFTLE

NTDB id 1009 ACIAD RS15175 WP 004923730.1 VIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLT 240
NTDB id 1186 GTF74 RS01320 WP 000788426.1 IVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLE 134
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLE 134
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLE 135
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ...........................................................................MRYLF 5
NTDB id 1123036 EL215 RS03830 WP 420026300.1 ................................................................................ 0
NTDB id 1347 HI 0435 AAC22094.1 ....................................................................MKKYFLKCGYFL 12
NTDB id 1373 NTHI RS02645 WP 011272046.1 ....................................................................MKKYFLKCGYFL 12
consensus * * **

logo

I
L
V
K
L
S
C
V

L
V
I
F
F
G
K
C
S

A
R
L
K
T
L
P
Q
L
K
D
I
A
D
N
V

V
F
E
R
K
A
L
P
N
P
K
D
S
PKNASFIVNQLPDNVEKLYTKATDENGQEKCKQRLFI FSLIDSRNI

L
F
R
S
Q
N
Q
D
A
I
E
P
T
L
V
A
R
E
R
Q
N
I
T
V
I
L
S
E
Q
Y
Q
L
I
LAEFDEFQYQTNNQDGI

K
V
FNI

M
L
M
T
V
M
T
I
V
A
D
G
S
E
D
I
R
E
S
I
L
V
K
Q
V
E
D
N
G
K
T
N
K
I
L
N
S
T
F
L
H
Q
K
R
V
L
E
K
N
D
D
K
G
N
S
I
V
H
D
P
F
M
W
P
D
Q

E
R
Q
A
I
L
VLKNQRDASI LVI IALQKI

S
T
V
H
K
N
Q
H
G

NTDB id 1009 ACIAD RS15175 WP 004923730.1 ISLKRPQDNVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKN 320
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VVISKLKADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKG 214
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VVISKLKADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKG 214
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VKVGKLKANEKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKG 215
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LLFFAT..........FPVLANQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQ 75
NTDB id 1123036 EL215 RS03830 WP 420026300.1 .................................................MIDDELEGTLSLQLDNVDFDRLLRAVAKIKG 31
NTDB id 1347 HI 0435 AAC22094.1 VCFCLPLIVF.....ANPKTDNERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKH 87
NTDB id 1373 NTHI RS02645 WP 011272046.1 VCFCLPLIVF.....ANPKTDNECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKH 87
consensus * * *** ** *** *** * **** * * ******** * * *! **** *



logo LNSTDFLKKYNRQRKVNEDDNGDGNI
V
I
Y
W
L
Y
V
L
I
G
H
N
A
K
Q
G
P
V
A
S
K
D
E
S
Q

Q
S
E
G
H
L
E
I
D
K
K
Q
L
H
S
Y
R
T
E
T
E
K
D
K
Q
E
M
Q
A
A
D
E
K
A
P
V
G
A
Q
L
I
V
E
V
A
K
I
Q
A
G
A
E
K
Q
N
R

Q
S
L
E
L
S
V
A
T

K
N
P
E
T
A
K
S
N
E
I
E
L
A
M
G
P
E
K
D
H
PL IQSKVTSKTHEYITVI LKVILKNHYFSAKAASEDLVI EIAMAEKLMS ILNGTQGRNSGTSNSNTNGSATV

NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDKRRNGNVIWIAPVSELIKSEEDEAKA....IAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSNTNGSATV 396
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LDKRVDGNVILIAPKEELDLREKQA....LEKARLAEELGDLKSEIIKINFAKASDIAAMIG.................. 272
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LDKRVDGNVILIAPKEELDLREKQA....LEKARLAEELGDLKSEIIKINFAKASDIAAMIG.................. 272
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LDKRVDGNVILVAPKDELDLREKQQ....LEKQKLEKEIGELSSEIIKVNFAKASDIAEMIN.................. 273
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LNLKKENGIYYIHQAQEHKQHTT.........AQLVNALPKLITKTIKLHYSKASEVIESLT.................. 128
NTDB id 1123036 EL215 RS03830 WP 420026300.1 LSFYQENDIYYLGKASQHEQYTEKMDEPVAIVGESLPSEMPLVSTTVKLHFAKASDVMKSLT.................. 93
NTDB id 1347 HI 0435 AAC22094.1 LTLNKDDGIYYLNGSQSGK.........GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.................. 140
NTDB id 1373 NTHI RS02645 WP 011272046.1 LTLNKDDGVYYLNGSQSGK.........GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.................. 140
consensus ! * * * *** * * * * ! * *** **!!*** **

logo

EPLGDKE
T
S
G
Q
V
N
S
I
V
G
T
N
S
M
LLSDSEPASRGYTSLMIHSTLIFDPEDRSTNTVLS IL IVLVIKNQREDDSTELSAPAEQDRFKNSVIDEAKQQVNFITKRQEKMIL IDAELESMLDI

KPTIVEKQI
V
M
V
A
QI EAR IVRTAVINSKTSTDESGEFHNSMSLDQEKQEMLGVKRWGFLVI LTMFNS IQTPGTNI

G
E

NTDB id 1009 ACIAD RS15175 WP 004923730.1 EPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGI 476
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...GEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNG 349
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...GEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNG 349
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ...GEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSING 350
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ....KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLIESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNE 204
NTDB id 1123036 EL215 RS03830 WP 420026300.1 ....TGSGSLLSPSGTITFDDRSNVLLIQDDARSIKNIKKLIAELDKPIEQIVIEARIVTITDESLKELGVRWGIFNPTE 169
NTDB id 1347 HI 0435 AAC22094.1 ....TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTE 216
NTDB id 1373 NTHI RS02645 WP 011272046.1 ....TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTE 216
consensus * ***!! !*** !*!*!**** * * * *** *!* *! !* !* !!!!!!**** * **!!*!!* *

logo

A
S
N
QNHS

A
N
Y
R
H
K
L
T
S
R
L
V
S
V
A
GGGNSSILDTEANTSGTNLAWNTQI

L
K
R
G
N
L
P
Y
L
A
D
G
S
D
G
N
GEGDDGGTYD

G
S
L
S
T
E
F
I
S
T
V
E
F

E
G
T
P
N
R
V
I
P
S
A
D
E
N
D
F
NLNVDNFLGAAVSTPTVSTNPATGNPSAATGSSLVIAFLGQI

L
V
I
A
A
S
KI
L
S
G
N
SSD
G
F
T
R
M
V
LLDLELTSALEQAQSNRDEGSNYKNGIAV

NTDB id 1009 ACIAD RS15175 WP 004923730.1 NQNSNLLVGGSETTLWNLRNPDSN.....GTYTIERPDNLNVDLGVTTTGASSIAFGLISLS.DFMLDLELSALQADGYG 550
NTDB id 1186 GTF74 RS01320 WP 000788426.1 S...HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTLLDLELSALQNESKA 418
NTDB id 1175 A1552VC RS12105 WP 000788426.1 S...HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTLLDLELSALQNESKA 418
NTDB id 1408 DSB67 RS13980 WP 010643500.1 S...HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLAATSPNATSIAFQVAKLGSDTLLDLELSALQQESKA 427
NTDB id 1381 A4U84 RS02010 WP 021113424.1 N..HYKLAGNLEGN.................GLTT..NNLNVNF..PVNPSASVALQIAAIN.SRVLDLELTALESENNI 260
NTDB id 1123036 EL215 RS03830 WP 420026300.1 A..AHRVSGSLDAN.................GFSNISNNLNVNFATTVTPAGSLALQVAKIN.GRLLDLELTALERENNV 229
NTDB id 1347 HI 0435 AAC22094.1 N..ARRVAGSLTGN.................SFENIADNLNVNFATTTTPAGSIALQVAKIN.GRLLDLELSALERENNV 276
NTDB id 1373 NTHI RS02645 WP 011272046.1 N..ARRVAGSLTGN.................SFENIADNLNVNFATTTTPAGSIALQVAKIN.GRLLDLELSALERENNV 276
consensus **!*** * * **!!!* **** * !*! ***** * *!!!!!*!! *

logo EVI IASTSPKRVLMILSTATDNKQKKTPSAKYSVIAEKTQGVTEVIPYAQVILMSEVYTSTNSGKNTSKRSAAEGNESDGI
A
T
A
S
T
Q

D
T
S
I
T
V
S
T
A
EFKRKEALVLGSLKEVTPNQHI STKPQDGNKQNRLIVLMLEDLANLS IVATSNQDNRS IRPNGQENSQVYTRAIVNQAKNTYGQT

NTDB id 1009 ACIAD RS15175 WP 004923730.1 EVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYAQN.. 628
NTDB id 1186 GTF74 RS01320 WP 000788426.1 EIISSPRLITTNKQPAYIEQGTEIPYLESSSS...GASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGT 495
NTDB id 1175 A1552VC RS12105 WP 000788426.1 EIISSPRLITTNKQPAYIEQGTEIPYLESSSS...GASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGT 495
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EIISSPRLITTNKKPAYIEQGTEIPYLESSSS...GATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGT 504
NTDB id 1381 A4U84 RS02010 WP 021113424.1 EIIASPRLLTTDKKTASIKQGTEIPYAMYSKK..EEITDIEFREAVLGLEVTPHISKQNQILLDLAISQNSPNNQIN... 335
NTDB id 1123036 EL215 RS03830 WP 420026300.1 EIIASPRLLTTNKKSASIKQGTEIPYVVTNGK..NDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGNRVAYGQ 307
NTDB id 1347 HI 0435 AAC22094.1 EIIASPRLLTTNKKSASIKQGTEIPYIVSNTR..NDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ 354
NTDB id 1373 NTHI RS02645 WP 011272046.1 EIIASPRLLTTNKKSASIKQGTEIPYIVSNTR..NDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ 354
consensus !*! *!******!* ! * *!*!*!!* *** ** !**!*! !*!!! !* ** ****! *** *** * *



logo

GNGTEEMAVAVAITSLINDTKNQTRE IKGNTNQVFLAVKNHDNGETI
VVLGGI

VFEHQQDHLSTTIANTKNAGS IEVTDKVPFLLGSDI
LPGLYVVLIGKARLFKRSQRKSETAQSYDKEKNSQREIVMHASGQKNSRELLVI FVTPRYHKVI LVNIKDSAQETGI

K
E
I
R
V
T

NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..GEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIV 706
NTDB id 1186 GTF74 RS01320 WP 000788426.1 G.EAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 G.EAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 G.EAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ... 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKI 414
NTDB id 1123036 EL215 RS03830 WP 420026300.1 GNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKGIDKVPLLGDIPGIKRLFSKESERHQKRELVIFVTPHILKQGER 387
NTDB id 1347 HI 0435 AAC22094.1 .NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGET 433
NTDB id 1373 NTHI RS02645 WP 011272046.1 .NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGET 433
consensus * ****** ! !*!* !!!*!!!!*! ** ***!!!*!!**!** *!! ** * ! !!*!!!!! **

logo

M
G
L
N
E
H
M
A
A
E
LKKQEKKSAEHFGKQKI EKAKK

NTDB id 1009 ACIAD RS15175 WP 004923730.1 GNH............... 709
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .................. 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .................. 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .................. 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 G.AEKQK........... 420
NTDB id 1123036 EL215 RS03830 WP 420026300.1 MEMAKKEKHFKQIEKAKK 405
NTDB id 1347 HI 0435 AAC22094.1 LEALKQKSEGKK...... 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 LEALKQKSAGKK...... 445
consensus

X non conserved

X similar

X ≥ 50% conserved


