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NTDB id 1119 NGFG RS11465 WP 017147169.1 ......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKW....PEN..N 68
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ..MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGAFKTKCHQ 78
NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDK...KISECSS 77
NTDB id 1123021 EL215 RS00255 WP 126469441.1 .MKLTFSKPLHKGFTLIELMIV..IIAILATIAIPSYQNYTKKAAISELLQASAPYKSDVELCVYSTNS.....PTNCSG 72
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE.....TTNCTG 74
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE.....TTSCTG 74
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NTDB id 1119 NGFG RS11465 WP 017147169.1 TSAGVASPPTDI.KGKYVKEVEVKNGVVTATMLSSGVNNEIK.GKKLSLWGR.RENGSVKW...............FCGQ 130
NTDB id 1400 DSB67 RS12660 WP 010643261.1 TANGIPAAFTLNN.LTVTPAAGAASGAISITVNAANDKGPIKQNEKYILTA.TYASNGVTWSSECKDATNA.VQTSYCP. 154
NTDB id 1383 A4U84 RS08530 WP 005711781.1 GKNGVRADKSDVPDAKYLKSISVASGVITVA.....GKGNID.GYGYTMTPK.FANNNITWATSCQGADISLFPANFCGQ 150
NTDB id 1123021 EL215 RS00255 WP 126469441.1 GSNGIAADITT..AKGYVKSITTKSGVITVT.....GNDTLD.GISYSLTATGSTSSGVTWATACPS.NADLFPAGFCSP 143
NTDB id 1365 NTHI RS01955 WP 011271973.1 GKNGIAADITT..AKGYVKSVTTSNGAITVK.....GDGTLA.NMEYILQATGNAATGVTWTTTCKGTDASLFPANFCGS 146
NTDB id 1354 HI 0299 AAC21963.1 GKNGIAADIKT..AKGYVASVITQSGGITVK.....GNGTLA.NMEYILQAKGNAAAGVTWTTTCKGTDASLFPANFCGS 146
consensus * *!**** * ***** *! *** * * * * * * * ***! * * **** *!*

logo

K
P
T
V
A
K
V
T
K
Q
T
P
R
ADDDTVADAKDGKE IDTKHLPSTCRDKASDAK

NTDB id 1119 NGFG RS11465 WP 017147169.1 PVTRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1400 DSB67 RS12660 WP 010643261.1 .................................... 154
NTDB id 1383 A4U84 RS08530 WP 005711781.1 KATP................................ 154
NTDB id 1123021 EL215 RS00255 WP 126469441.1 TK.................................. 145
NTDB id 1365 NTHI RS01955 WP 011271973.1 VTQ................................. 149
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