
logo

MMVL
M
K
W
L
M
YQFLQL

E
D
S
K
R
A
Y
I
M
W
K
L
I
A
N
Q
D
E
R
W
Y
F
K
V
Y
L
I
N
R
T
K
D
R
Q
E
F
H
N
W
Y
R
K
K
W
L
I
YFWK
I
A
I
V
M
P
S
I
I
L
V
A
C
I
V
L
T
A
V
G
A
V
L
C
S
I
L

A
M
G
A
I
V
L
V
I
L
A
F
I
V
C
T
G
A
F
G
I
F
L
M
Y
F
Y
W
L
H
M
I
R
L
T
F
Q
K
C
L
S
T
D
P
G
N
D
A
A
Q
S
T
Y
P
H
P
G
T
Q
N
S
K
T
N
Q
S
R
P
A
M
K
N
V
V
F
E
K
A
P
T
E
E
L
Q
V
N
T
S
T
N
S
L
Y

Q
T
A
D
N
V
K
E
K
D
E
V
N
Q
T
V
A

L
A
I
S
L
V
A
P
K
S
S
Q
T
K
E
S
D
A
T
L
S
T
V
S
T
E
K
S

Q
S
T
N
K
N
T
SSQLSLKSLVEAEKPSVDEASVTNQKFSVKNQKESDTE

NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFEN....KDTALKQSTSENNSLSK.LEDVQVKD 75
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFEN....KDNALKQSTSENSSLSK.VEDVQVKD 75
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...M....ESIIEKIKEYKI.IVICTGL.GLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSST.......EKDVKKEE 64
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...M....EAIIEKIKEYKI.IVICTGL.GLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVS.......EKEVKKEE 64
NTDB id 153 SP RS04730 WP 000387344.1 ...M....EAIIEKIKEYKI.IVICTGL.GLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSST.......EKEVKKEE 64
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...M....EAIIEKIKEYKI.IVICTGL.GLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVS.......EKEVNKEE 64
NTDB id 222 SPD RS04535 WP 000387330.1 ...M....EAIIEKIKEYKI.IVICTGL.GLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVS.......EKEVNKEE 64
NTDB id 188 SPR RS04295 WP 000387330.1 ...M....EAIIEKIKEYKI.IVICTGL.GLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVS.......EKEVNKEE 64
NTDB id 300 STER RS07485 WP 011681496.1 ..MK....EKILAYVKDNRL.FVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKT 73
NTDB id 613 LCA RS05340 WP 231952379.1 .MMW....QDYWQRYRRF.W.WVPCLVLLGIIAGGFYWHQS.QQKQKVTQ....NEQLLATSASKTK.......PATKKT 61
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQH.K.KAIILAASAAVFTAIM.IFLATGKNKEPV.....KQAVPTE.TENT.......VVK.QE 52
NTDB id 1122955 EL223 RS12145 WP 126344133.1 ................................................................................ 0
NTDB id 595 KW2 RS08725 WP 021037687.1 ...M....EKILDKLKEY.W.KIMLLVVCALIAGGIFYIFTNSPKPAETLS...VENLSSSS.TKSS.......VSKFNS 60
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NTDB id 20 SA RS08005 WP 001802022.1 GDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEV 153
NTDB id 36 MW RS08230 WP 001793467.1 GDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGV 153
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHT.. 141
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQA.. 141
NTDB id 153 SP RS04730 WP 000387344.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT.. 141
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT.. 141
NTDB id 222 SPD RS04535 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT.. 141
NTDB id 188 SPR RS04295 WP 000387330.1 KEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQT.. 141
NTDB id 300 STER RS07485 WP 011681496.1 EGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTG 152
NTDB id 613 LCA RS05340 WP 231952379.1 HQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQ 141
NTDB id 105 BSU 25590 NP 390437.1 ANNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQG.. 129
NTDB id 1122955 EL223 RS12145 WP 126344133.1 ...........MDVKGAVKKPGIYELDP.NARVMDAISLAGGYISTADRNGINLAAKLQDEMVIYVPKKGENKDNPII.Q 67
NTDB id 595 KW2 RS08725 WP 021037687.1 SSSEKNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSEST.D 138
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NTDB id 20 SA RS08005 WP 001802022.1 N..................SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFG 215
NTDB id 36 MW RS08230 WP 001793467.1 N..................SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFG 215
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...................GSGAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...................GPGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 153 SP RS04730 WP 000387344.1 ...................GSGTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...................GLGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 222 SPD RS04535 WP 000387330.1 ...................GLGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 188 SPR RS04295 WP 000387330.1 ...................GLGTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIG 202
NTDB id 300 STER RS07485 WP 011681496.1 TGQ............V...SDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIG 217
NTDB id 613 LCA RS05340 WP 231952379.1 APQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIG 221
NTDB id 105 BSU 25590 NP 390437.1 ..................GGGSVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIG 191
NTDB id 1122955 EL223 RS12145 WP 126344133.1 SPA............SSPTGQQNSSGSEAQSVVNINTADETQLQTLSGIGPAKAQAIISYRTDTGLFQTIEDLKKVTGFG 135
NTDB id 595 KW2 RS08725 WP 021037687.1 SPT............GSSVSNQI..STTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFG 204
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NTDB id 20 SA RS08005 WP 001802022.1 SKTFDKLKSYFTI. 228
NTDB id 36 MW RS08230 WP 001793467.1 SKTFDKLKSYFTI. 228
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 AKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GKTIEKLKDYVTVD 216
NTDB id 300 STER RS07485 WP 011681496.1 DKTLDKIRESLYVA 231
NTDB id 613 LCA RS05340 WP 231952379.1 PKTFEQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 EKSFEKIKSSITVK 205
NTDB id 1122955 EL223 RS12145 WP 126344133.1 EKTFERLQSSITVQ 149
NTDB id 595 KW2 RS08725 WP 021037687.1 DKTLEKLKDEISID 218
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