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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGT... 69
NTDB id 1122866 EL216 RS08560 WP 085390949.1 .......MKAIQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSKISEALISASAPKSLISEAFQTDGLTGVKNAAAAY 73
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
consensus !!!!!!!!!!!!*!!*!!!!!!!*!*!**!**!******!* * * !* **! * * ** **
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ...........EDATKKEVPLGVAADANKLGTIALKPDPADG...TADITLTF..........T.MGG..AGPKNKGKII 122
NTDB id 1122866 EL216 RS08560 WP 085390949.1 NAKSK.....DEKATKYVADMTIGGGNG...N.GA.PGAADG...VGVITVTL.......QDGNTAGGASFPTDVQGKTI 133
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAA.................AGGGAG...G.AAAAGTQHASKYVKSVKVTEASPWDITVAISATEANGIPTGLDGNTI 132
NTDB id 1424 RS RS02795 WP 011000517.1 ....GSSVF...TPTKNVANLTIAGTG................TVPGQITVTY..........T........TAAGGGTL 113
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTNVATA..TCGA................SSAGQIIVTM..........D.......TTKAKGANI 117
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPNVASI..AIGA..................NGVITITY..................TAAAGGGTI 104
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPNVQSI..AIGA..................NGVITITY..................TAAAGGGTI 104
consensus ** *** * **** * ***!* *** !***
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 TLTR............TAADGLWKCTSDQDEQ...................FIPKGCSK 150
NTDB id 1122866 EL216 RS08560 WP 085390949.1 ILTPNVQKKAL..AAGAQGAIDWACTTTTGENAKNRG..LTATLNGTLPAKYAPSECR. 187
NTDB id 1188 NELON RS01755 WP 003772458.1 RLFPLVNKAVP..AATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 ALVPTAAGTALPVSSAPSGPIMWTCYAQNKAQAASSV...APSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TLTPT..........YASGAVTWKCTTT..................S.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 VMTPTL.........QANGDVTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 IMTPTL.........QANGDVTWTCTGG..................TLLAKYRPASCRP 136
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