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NTDB id 1122846 EL216 RS02915 WP 085390485.1 .MRPKQQGFTLIELLIVISIVAIMAAIALPNMNHWIASRRVASQAEQMVNLLRFARSEAIRLNLPVYVCPVQIRKDGNPN 79
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
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NTDB id 1122846 EL216 RS02915 WP 085390485.1 AYCNEQYAGQGLAAFADRNGNGKYERKV.DTDLRAIIFNSNNEAKRVIHTFETCDFNN.VCTKGNLGWGFFSNGTFGYST 157
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTD.DSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
consensus ! ! !* !!*!*!!! !* *! !! ** ! * !* * ! ** ! * ! * ! ! !!!!!! *

logo

D
L
Q
T
K
N
G
L
NGGGI

KDI
N
K
S
A
K
F
L
K
V
R
YSADGYI

V
K
QI SVLMTDARSAVTVNSDEANADKKEFRSARVVL INSGSGRAVESVCLRKNNSDDTRSAKKVCEKHYKAPSSKT

NTDB id 1122846 EL216 RS02915 WP 085390485.1 LTKGNGGGIDIKALKRSAGYVKISMTDASVTNENAKKERSRVVLINSGGRASVCLNSDDSKKCEYKAPSSKT 229
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNL....KDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH....... 220
consensus **** ! ! !!* ! *!!! * !! !! !!!!!! !! !! ! ! ********
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