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NTDB id 1122696 EL212 RS11765 WP 003720566.1 MSKTNALPLREEVPKELTWDLATIYPSDEAWEKAFEELQKIAEESTKFKGHLADSSQTLYEALQFRDKAYDLISNLYVYA 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
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NTDB id 1122696 EL212 RS11765 WP 003720566.1 LLANAGEVLGSSSNTFNTLNNADMKFPTIKDEDGEEIEITHGRFGKLLESNDPRVRRDAFLGVYSVYEGLKNTLASTLNG 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQG 235
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NTDB id 480 HSISS4 RS02090 WP 002890133.1 YEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHS 394
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NTDB id 1122696 EL212 RS11765 WP 003720566.1 SSDYPIDVLKKAGVDMATPDPVDDALKVFEQRLDELEKLVK...... 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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