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NTDB id 1122690 EL212 RS07960 WP 003719803.1 MAEQESLALFDTPEELFMKGTMLSTIFYNAENLFSVVRILVKETNANWDEKDIIVTGFFPALHEQEVYTFYGKMQEHAKF 80
NTDB id 355 BSU 27480 NP 390625.1 ..MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKF 78
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NTDB id 1122690 EL212 RS07960 WP 003719803.1 GQQFKAERFRKEMPQSRAGLINYLSGELFKGIGKVTAENIVDTIGDDAITRILSDPSLLNNVPKLPSGAAENLLASLREN 160
NTDB id 355 BSU 27480 NP 390625.1 GLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRH 158
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NTDB id 1122690 EL212 RS07960 WP 003719803.1 QGLEHVMVGLNEYGFGPQLSMKIFQAYKQNAIEVLENNPYKLIEDVKGIGFHRADELGRKLGLGGNHPERLRAGILFMLD 240
NTDB id 355 BSU 27480 NP 390625.1 QGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLE 238
consensus !!!!**!* !! *!!!!!!!!!!*!!! *! * !!! !* !! !!!!**!!!!! **!! !!!!!!**!*!!* !*

logo

S
T
T
VCLMQSEQGHTVYI

MEQTEAQL ILAIDETVQTFSLLENEQSAREGI
QR IDTEHAMDIALAMENAQI EIAKLAGEENKQDKI IV I

MEDNGTRCVYFMPSLFYYASEQSGNFVAKYHRVKHRI
M
A
L
K
S

NTDB id 1122690 EL212 RS07960 WP 003719803.1 SVCMQQGHVYMEQEALLAEVTFLLEES..EGIRIDHAILMEQIEKLAEEQKIIMENTRVYMPSLYYSESGFAYHVKRMLK 318
NTDB id 355 BSU 27480 NP 390625.1 TTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIAS 318
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NTDB id 1122690 EL212 RS07960 WP 003719803.1 QTQYQEQFPQSEFLLALGELEERIGVHYGDSQREALEQALMSPMLVLTGGPGTGKTTVIKGIVELYAELNGVSLDPHAYK 398
NTDB id 355 BSU 27480 NP 390625.1 QTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK 398
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NTDB id 1122690 EL212 RS07960 WP 003719803.1 DGATFPVLLAAPTGRAAKRMSESTGLPAMTIHRLLGMNGQEQMDDDAERLIDGRLLIVDEMSMVDIWLANQLFRALPAHM 478
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHI 478
consensus !!**!!!!!!!!!!!!!!!!!!!!*!!!!!!! !! ! * * *!*!*!!!*!! !!*!!!!!!*!!*!*! !*

logo QI
V
I
V
I
LVGDEQDQLPSVGPGQVLKRDI

LLAHSKQQVIPTVARLSTDIYRQAKDEGSS I IVELMAHNQI
MKENGLMLPANDNFLATAKNPSTAKDRSFFIHRCGTGVNSQIGK

NTDB id 1122690 EL212 RS07960 WP 003719803.1 QVVLVGDQDQLPSVGPGQVLKDILHSKQIPTVALSDIYRQKDGSSIIEMAHNIKEGMLPADFAKNSADRSFFHCTVNQIG 558
NTDB id 355 BSU 27480 NP 390625.1 QIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIK 558
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NTDB id 1122690 EL212 RS07960 WP 003719803.1 DVVEQVVKNAKNKGFRAKDIQVLAPMYRGPAGIDILNKKLQEIFNPNDTGRRKEVQFGELKYRVHDKVLQLINQPEKNVF 638
NTDB id 355 BSU 27480 NP 390625.1 EVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVF 637
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NTDB id 1122690 EL212 RS07960 WP 003719803.1 NGDIGEIVSIIYAKENTEKQDMIVVQFDQTEVSYYRQEFNQLTHAYCCSIHKAQGSEFPIVIMPIVRSYYRMLRRDLLYT 718
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
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NTDB id 1122690 EL212 RS07960 WP 003719803.1 GVTRSKQFLILCGEEEAFRMGVERVDENKRNTTLSERLTSEDVMLEQMTNKRILTTENIAEIDPMIGMEGITPDQFMAG. 797
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE.LEALQKELPFSVHDANIGMEGITPFDFMKEE 796
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