
logo MRKQAELHPRTAVINKATQKNKQSKKRARSTDALLWLAAHNFPAEAFDNSLR IRPLKIG IMDSDI LLQHAEKAAEEQVGI
VSKSKLREAVVL

NTDB id 1122634 EL220 RS16760 WP 027270564.1 MRKQELHPRTAVINKTQKNKSKKARTDALLWLAAHFPAAFDNSLRIRPLKIGIMDDILLHAEKAAEVGISKSKLREAVVL 80
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVL 80
consensus !!!! !!!!!!!!!! !!! !!*!!*!!!!!!!!*!! !!!!!!!!!!!!!!!! !!! !!!!! !!*!!!!!!!!!!!
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NTDB id 1122634 EL220 RS16760 WP 027270564.1 FTRRLDYLACLKLREMRIDLQGNDVGEVSAEEAEYAAAKIKKRVEKSARNARKILAEKTVNPANPNPQGMSYH.SKITNQ 159
NTDB id 1286 LPP RS00740 WP 011212783.1 FTRRLDYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNS 160
consensus !!!!!!!!!!!! !!*!!!!*!!*!*!!* !!!! ! !!!!!!!!! *!!!! * ! ! *!*!* * ** !* !
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NTDB id 1122634 EL220 RS16760 WP 027270564.1 SSNTTEDHFPIYPTRSS.YNALNATTQPVRTTAVVVKHKSAKQYDPDAVARLKEKLGLSRNSEEKKEIIEE 229
NTDB id 1286 LPP RS00740 WP 011212783.1 FDSHPEPLLPIYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE. 230
consensus **!** !!!! !!!*! ! !* *** !!!!!! *!!!!!!!!!!!!!!!!!!! !*!!! !*

X non conserved

X similar

X ≥ 50% conserved


