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NTDB id 1122577 EL180 RS03665 WP 009994318.1 MNLNDYLLNKHLLLVDDEQELLDMVVSILNEYGFYNITTAKSIKDAVEATQKLRPELAILDVMLPDGNGFELMKQIKQYS 80
NTDB id 372 SMU RS05280 WP 002262198.1 ....MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTS 76
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NTDB id 1122577 EL180 RS03665 WP 009994318.1 DCPILFLTACGEDEDKFKGFDLGADDYIVKPFLPKELTFRIMAILRRSYKSENPIVKLKNSQIDFSSAQVIKNNEHIQLT 160
NTDB id 372 SMU RS05280 WP 002262198.1 TIPVLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTLILPTCQVNFSQALITKGELEIQLT 156
consensus *!*!!!*!* * ! * !!*!!!!!!!!!!! !!!! !!* !!*! !* * * !* *!* !! ! * ! *!!!!

logo AKEYDS ILLKSAVLYNRNAQGNCR IVTFIDAQLCLEAKTVWGALNQPYFQGYENSTLMMAHIRKR IREQKI EALNPSKQPEVCSLLVTVKGLGYKL IKVES
NTDB id 1122577 EL180 RS03665 WP 009994318.1 AKEYDLLSALYRNAGCIVTIDALCEATWGANPFGYENSLMAHIRRIREKIELNPSQPVSLVTVKGLGYKLIVE 233
NTDB id 372 SMU RS05280 WP 002262198.1 AKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
consensus !!!! *! !! ! *!!! ! !*! !! ** !!!!**!!!!!*!! !!! !!! ! *!*!!!!!!!!! !
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