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MESAI I EKIKEYKI IV ICTGLGLLVGGFFLLKPAPHQTPVKETNLQAEVAVAI
VSKDSVSSTEKDEVKKEEKEEPVLEQDL ITVDVKG

NTDB id 521 SMSK321 RS04960 WP 000443804.1 MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDLITVDVKG 80
NTDB id 493 SM12261 RS04300 WP 000387351.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDLITVDVKG 80
NTDB id 153 SP RS04730 WP 000387344.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTEKEVKKEEKEEPLEQDLITVDVKG 80
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
NTDB id 1122560 EL203 RS09155 WP 058469731.1 ................................................................................ 0
NTDB id 1272 LPP RS04360 WP 010946546.1 ................................................................................ 0
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ................................................................................ 0
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NTDB id 521 SMSK321 RS04960 WP 000443804.1 AVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL.VYVPTKGEESASQHTGSGAPSSTSKDKKINLNK 159
NTDB id 493 SM12261 RS04300 WP 000387351.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL.VYVPTKGEEAASQQAGPGTASSTSKEKKVNLNK 159
NTDB id 153 SP RS04730 WP 000387344.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEAL.VYVPTKGEEAVSQQTGSGTASSTSKEKKVNLNK 159
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ..................................MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQVEEGIVITVNINT 46
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ..................................MQIKTKIVTLFLSLCLPTLPLLANAEETAPAAQVEEGIVITVNINT 46
NTDB id 1122560 EL203 RS09155 WP 058469731.1 ....................................MKANLFAAVLSLCVIALPLQAAKPSPASTE.KSLQAPAKINLNK 43
NTDB id 1272 LPP RS04360 WP 010946546.1 ....................................MKARLIAILLSFIVIPFSSQAENEPQKTPA.KQVLVKGKINLNT 43
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ....................................MKARLIAILLSFIVIPFSSQAENEPQKTPA.KQVLVKGKINLNT 43
consensus **** ** !** *** * **** **!*!

logo ADSVALKYEQSELSATKQGTLQSFLVKGLIGPKLGKKRAEQDAIVIKADFHYREENAHNQGLGPKFTKHSLIVEDDELTAKQENKVSKGIGGRAEQQARKFTI
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NTDB id 521 SMSK321 RS04960 WP 000443804.1 ASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVT....VD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 ASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVT....VD 216
NTDB id 153 SP RS04730 WP 000387344.1 ASLEELK.QVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT....VD 216
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1122560 EL203 RS09155 WP 058469731.1 ADAKQLSQSVKGIGPKRAQAIVKFREEHGLFKSIDELAQVKGIGRQFVKNNLEQLQAIFSVN 105
NTDB id 1272 LPP RS04360 WP 010946546.1 ADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
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