
logo

MKRNQSHKGVI LFI SARRIQFLGIS ILMAGLTALIVSAYIASAMLI FSMALMQPVAYALSLKAADQANVADS IMLEITKSNLIVDKVPVALMANPQI
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
K
D
R
L
F
V
M
QFDSNEKGLPVLPAKPQALQPRAQGSAFYTIQI

T
L
Q
E
K
N
QPAPSR I

L
A
V
I LDLFPIDGSKVTAGDQNMQGKQI

L
A
G
K
P

SDKT
Q

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 1122555 EL203 RS04715 WP 058470274.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus * * * * * * * * * * * * * * * * ****** *

logo

K
S
L
N
K
T

R
K
I
E
P
S
T

L
I
V
S
T
A
Q

V
L
T
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
K
G
D
K
Q
DRATSVRVALVTI IMLVKENMLRTDKHTNRDLTASGSVGLTKASLTFYSTPGTSYRKTVLAETQGGSTNI

L
N
T
V
W

Y
L
F
F
T
I
S

V
LKVWFLIVSGNGNS ISAKPSQASNTGTDSANLLSTAFKVELACNPASTKSAESPVKASPAVLAPATVSYASVAQSPMVI

V
F
K
V
F
I

A
P
S
T

K
N
A
P
Q
Y
V
E

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCASS.............MVFSA.E 32
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCASS.............MVFSA.E 32
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................MKMRHGLTLTPRKLTGLFSLWFS.....LLLAP................FVAA.E 33
NTDB id 1122555 EL203 RS04715 WP 058470274.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT..SA....... 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
consensus * * * * * * ** ** ** ** * *** ** *

logo

E
P
S
V
P
V
N
A
P
T
A
Q

G
Q
S
A
K
P

R
H
N
Q

A
S
E
Q
G

V
L
I
G
R
E
S
K

S
R
NIGDFQRTGVR I

N
G
A
S
E
K

D
E
K
Q

Q
K
G
D
A
G
E
A
G
N
R
L
V

I
L
V
I
L
V
I
V
E
D
V
L
Q
V
A
L
S

D
G
S

S
T
P
A
T
G
S
N

L
I
A
T

I
S
V
P
P
I
VDI

V
K
T
Q
E
R
K
Q
Q
V
Q
G
G
K
E
S

E
G
K
I
L
V

R
S
V
L
V
I
D
E
N
R

T
L
F
A
P
I
L
G
K
N

I
T
Q
S
D
K
L
V
I
K
A
P
L
T
D
A
N
D
H

Q
K
L
R
M
A
L

V
K
R
Y

L
R
Y
LNDTVTNSKDFHSASTVPVASEQFISVINTDESMAVSQFYAQNRQEKDSTEKGDGKPSMNRTKSVI

V
G
T

NTDB id 1186 GTF74 RS01320 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTT 113
NTDB id 1122555 EL203 RS04715 WP 058470274.1 ..............................................................................MI 2
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus * * * ***** ******** * ******** *** * **** ******* ** *** *******



logo

S
Q
V
R
M
I
L
Q
S
V
T
A
C
V
I
E
F
Y
L
T
Q

I
P
V
S
T
Y
K
D
S

E
V
G
I
L
E
D
S

L
F
Y
D
S
Q
E
G

L
Y
H
L
Y
F
D
M

L
A
V
Y

L
R
T
Y
I
L
Q
K
T
V
A

D
T
N
E
G

R
K
N
E
R
Q
K
Y

F
L
A
M
E
T
I
V
F
K
D
V
S
A
I
L
V

G
N
F
S
K
K
R
P
A
M
P
L
A
K
Q
T

T
D
A
A
D
K
N
E

D
P
V
N
E
A
P
I
K
A
E
S
P
V
R

D
L
P
R
K
Q
T

D
N
R
T
A
P
S

S
L
K
A
K
L
Y

D
L
N
S
K
E
I
K
N
T
V

F
P
L
Q

A
D
S
E
V
N

F
K
Y
H
S
E
T
Q
G
E
N
K
L
R
K
L
I S ILDNFQNDIDSPE I

VRSANRVLQVL ILAEDYFANTDNQGLFINLMVTAVASDKTSVEKVQG
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPK.SVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVG 191
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPK.SVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVG 191
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDK.SILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEG 192
NTDB id 1122555 EL203 RS04715 WP 058470274.1 RLQCF.YVILGLYLLI.TNEFA.FANPAAAAPPSDTKALEQSFHQKRISLNFQDIEVRAVLQVLAEFAGINMVVSDTVKG 79
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus *** * *** * ** * * * * ** *** * ******!**!!*!**! !!!**!*****!*!**!*!*!

logo

K
D
N
L
ITLHSRLQDKNNGDI

V
A
PWQDHQVALSDLIVI LRTQKVTQKSNGLEDKRKLVRLMKDNGRNVLMI FWLVIDATPATVKSEDASE I

M
L
A
S
I
D
A
H
L
K
S
Y
A
M
RERKEDKEQVAQEQALEKKSAI

K
A
V
Q

L
K
Q
R
A

E
T
L
Q

E
L
A
I
S

A
T
K
V
E
N
E
K
I
LEGAEDP I

L
S
K
Q
R

R
T
S
Q
D
E
I
Y
L I LTKQVLIKNFYAKVAGASDI EMAESAGKVI

M
L
F
L
I

NTDB id 1186 GTF74 RS01320 WP 000788426.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMI 271
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMI 271
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMI 272
NTDB id 1122555 EL203 RS04715 WP 058470274.1 KITLSLNNVAWDHALSIILRTQSLEKRLMGRVLFIAPTDEISHYEKKVQESKLELKNLAPLKSQLITINYAKVSDIASIL 159
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus **!!*! ***!***!***!****!*!!* !*!*********** !** * *********!****!!**!!* **

logo

N
G
K
Q
T

S
D
G
Q

V
E
G
K

K
R
T
Q
S
G

S
N
D
E
I
S
V
N
G
S
G
T
N
Q
S
G
E
N
L
G
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVGATN

S
F
K
M
L
E
L
G
S
G
E
D
PRGQKTSLMI ITSALQIVDAPDERTNSTI

L
L
W
I
A
V
I
Y
N
Q
R

Q
E
D
P
S
L
T
Q
S
G
A
P

S
D
E
T
Q

R
S
K
N

L
I
A
E
D
T
E
Q
V

L
V
IRRKELMIVI SDEKLSQFLDVIQPVRKQV

NTDB id 1186 GTF74 RS01320 WP 000788426.1 GGEGNV..............................NMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQV 321
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GGEGNV..............................NMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQV 321
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NGEGNI..............................SMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQV 322
NTDB id 1122555 EL203 RS04715 WP 058470274.1 QDKK.E..............................AFLSPRGQLIADPRTNTLWVQDSASRLATIRKIIKQFDVPVKQV 208
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQ.N..............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQ.N..............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus * *****!!****!*!!!******** *** *!**** *!**!*!!



logo

L
Q
M
V
I EAR IVNERTI

A
V
K
N
S
T
V
E
K
T

D
S
G
V
Y
N
F
A
D
M
L
T
S

D
E
Q
K
S
D
E
M
I
LGLIVHKRFWSGFGIVATMLSKYRSHITPQKTNGLHIGNTLSQWNHSTNSGSNVNLLGVYGSGKISDEGNSTTNLAIWGTQNI

K
L
K
S
R
G
D
N
E
T
L
E
R
Y
P
L
E
K
A
D

Q
D
G
M
A
G
G
Q
N
N
ELCESA

K

G
N
D
R

P
E
G
D
I
T
D
T
A
P
G
S
A
G
A
C
G
S
D
N
Y

E
K
S
T
V

S
F
V
Y

P
T
T
I
TGTGS

E
P
I
K
V
L
R

A
S
E
D
P

P
R
E
D
S
F
N
R

P
L
F
N
F
L
V
N
D
F
L

NTDB id 1186 GTF74 RS01320 WP 000788426.1 QIEARIVTVKEGNLEELGVRWGVMSTNGSHSV...GGSIESNLWQKGLLAD...........DEF.....PVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QIEARIVTVKEGNLEELGVRWGVMSTNGSHSV...GGSIESNLWQKGLLAD...........DEF.....PVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QIEARIVTINEGNMDELGVRWGFTSINGSHTV...GGSIENNLATIGLYDGGGE...GDDGGSSV.....GIDDFLNVNL 391
NTDB id 1122555 EL203 RS04715 WP 058470274.1 LIEARIVNVTKDVAQDLGLHFSISKPGLLS................SLRAQGQNLE......ASS.....SLAERLNFDF 261
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS................GTLEGANELARGTAPANVV.....PLERRLNLDL 493
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS................GTLEGANELARGTAPANVV.....PLERRLNLDL 493
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMN..CGPIAGSCTFPTTGTSKSPSPFVDL 523
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD.....SN.....GTYTI...ERPDNLNVDL 515
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK.....KDETTGGYKYTI...ERPDNLNVDL 528
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK.....KDETTGGYKYTI...ERPDNLNVDL 528
consensus **!!!!! ** ** **!******* * * ** ***** * * * *** *****

logo

A
G
N
A
A
L
V

A
PAL
S
V
K
S
T
D
P
T
G
N
S

S
T
P
A
G
S
T
N
T
P
A
T
V
A
G
S
G
SVIGAVIFAQGFVL IASKTMLNGDSGNDFTI IMLLDLQELSAMLEQKQNASTDESGNKRYAGELIVVI SQTSPKRVLVMI STSATDNQKEKQKATPALVYKVI LAEKQSTGSVQETQEVIPYLQSEATSSTNSSAGAGSTSATSATTVTAS

NTDB id 1186 GTF74 RS01320 WP 000788426.1 A...STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1175 A1552VC RS12105 WP 000788426.1 A...STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVA 456
NTDB id 1408 DSB67 RS13980 WP 010643500.1 A...ATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVT 465
NTDB id 1122555 EL203 RS04715 WP 058470274.1 GNLAV.PSSPVSIGVALAKLGDGILLDLELSALESEGRGEVISSPRLITTNQQPALIESGEEIPYQESTSSGA...TAVS 337
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVA 570
NTDB id 1193 PAKAF RS26665 WP 003161249.1 G...AKDA.TSGIGIGFI.T.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTS 594
NTDB id 1009 ACIAD RS15175 WP 004923730.1 G...VTTTGASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTS 591
NTDB id 1052 ABD1 RS15850 WP 001017033.1 G...VSNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
NTDB id 1039 H0N27 RS01460 WP 031993779.1 G...VSNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTS 603
consensus * ** * *********** * *!!!*!!!** ****!**!*!******** ! ***! **!!*****!*! ****

logo FKDEKAALVLSLENKVTPNSQITPDANGRKLI IQVLVLMEKDVLNDKQSVIASNTNKQDAITRS IRVPDNTASGQSYEGPQKNVYAQTMTAVLQPFKLTNGETVALGPEAVPTSAI LI LIDNKTKQNTNREVIGQNATKQNI
VLAVDNDNCGQETI

V
I
V
I
LGGVIYFSEKQNHQEDSTQIKTSTMNKNAEVSQIVEDNTRKI

V
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGE.TVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKV 535
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGE.TVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKV 535
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQ.VVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKV 544
NTDB id 1122555 EL203 RS04715 WP 058470274.1 FKKAVLSLKVTPQITPDAKILMDLKINQDIPTP.KVFNGVP...TILTKEIQTKILANNCQTIVLGGIYKQDKNNEINRV 413
NTDB id 1257 GCO85 RS04855 WP 163621000.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRI 646
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRI 646
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKV 671
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKV 667
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
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