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NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1113 AAA85695.1 219..1451( ) QMY IGEESG LD MLNKIAIXFYE EVDNA V{eAWL SI\
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NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1113 AAA85695.1 219..1451( ) 410
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