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NTDB id 1122495 EL201 RS04890 WP 027221268.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
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NTDB id 1122495 EL201 RS04890 WP 027221268.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
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NTDB id 1122495 EL201 RS04890 WP 027221268.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
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