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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVK 69
NTDB id 1122466 EL249 RS04660 WP 005674042.1 MKVTADDDNRLPPGRTPRVLVVDDEESLRELLELTLVGMGLDVDVAEDLSTARAMLERYRYSLCLTDMRLPDGNGLDLVR 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .............MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQ 67
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 HVSQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHD.......TTENALENKLLIG 142
NTDB id 1122466 EL249 RS04660 WP 005674042.1 LINSQWRDTPVAVITAYASAENAVAALKAGAFDYLNKPVGLDALRALVRSALKLSDTPATKNPVAPPTAQPGGKSTRLLG 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YIQQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEAP..........VDNRLLG 137
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQ 222
NTDB id 1122466 EL249 RS04660 WP 005674042.1 TSPAIDAVRASIARMARSMAPVHVTGESGSGKELAARLIHQLSGRAEGPFIAVNCGAIPENLMESEFFGYRKGAFTGADS 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIE 217
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIH 302
NTDB id 1122466 EL249 RS04660 WP 005674042.1 DRIGFFMAANGGTLFLDEVADLPLAMQVKLLRAIQEKRIRKVGAVTEEAVDVRIVSATHQNLAQCVAQGRFRQDLFYRLN 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLN 297
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VMDLILPPLRERGEDVLLLANHFIQKICMEWETPP.KQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHL 381
NTDB id 1122466 EL249 RS04660 WP 005674042.1 VIELRMPALRERQEDVGVLADAILQRLAQRSGLEGVPQLSSMALRYLQSYPFPGNVRELENILERALAFSDGRVINVEDL 400
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VIELRVPPLRERREDIPLLAERILKRLAGDTGLPAA.RLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDL 376
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 HPAPLRANISNP...........................FASAA............Q..SIQTTVAAPQAVK..KLPSEG 418
NTDB id 1122466 EL249 RS04660 WP 005674042.1 GLRPIVTDEKERELDDSLHQGLAAPGGMRPGQGTLAAVPWSAGQGASVSDAAADEGQGTSSMPAASEPRGWKLIDGVPTS 480
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLAD...................APGASQEGA...........................ASL.............SEIDN 397
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1122466 EL249 RS04660 WP 005674042.1 LPDYLDQVERDAILLALERTGQNRTAAARLLGITFRALRYRLQRLGI........ 527
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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