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NTDB id 1028 TT RS08215 WP 011173991.1 PYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKL 470
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NTDB id 1028 TT RS08215 WP 011173991.1 KKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQV 691
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NTDB id 1028 TT RS08215 WP 011173991.1 LSQRLVRRVCEHCKVEVKPDP.ETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGK 848
NTDB id 1306 DR RS10060 WP 027479822.1 LAQRLVRRVCSECKQPTNADP.EVLRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGR 845
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IAQRLARRLCKHCKIAVRPSA.LLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRA 521
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NTDB id 1401 DSB67 RS12665 WP 010643259.1 IAQRLARKLCPYCRQPQEPNS.QL.QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGA 520
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGG 533
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IAQRLARRLCSQCKIPADIPK.QSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDG 529
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IAQRLARRLCSQCKRPIQVPE.RSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDG 529
NTDB id 1122465 EL249 RS04285 WP 005674124.1 TAQRLARRLCTQCKQPVDLDD.DALLAAGFTEDDLD.GSWRPYKAVGCERCNGSGYKGRVGIYQVMPISEEIQRIILNSG 558
NTDB id 1110 NGFG RS09235 WP 003689817.1 MAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNG 517
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NTDB id 1028 TT RS08215 WP 011173991.1 SATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 PAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 SVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1122465 EL249 RS04285 WP 005674124.1 NAMEIAAQAK.REGVNDLRTSGLIKVKQGLTTIEEVLGVTNE 599
NTDB id 1110 NGFG RS09235 WP 003689817.1 TEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
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