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MMQEALQRGQDEWETQRRVAQFEALCEKAQAMEAHLSFLAPNLQEPPQYGKNPIAAAEAATELQPTPDVIDEI EKDPESHKAGREPRKTFLNTLLMNSLVKP
NTDB id 1111 NGFG RS09220 WP 003689814.1 ..MSDLSV....LSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLP........LTDDESRTFNLMKP 66
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ..MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNP........EQPIIDHERLTLNKP 70
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ..MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNP........EQPIIDHEKLTLSKP 70
NTDB id 1122463 EL249 RS04275 WP 005674126.1 MGIEDIYWI...TPEFSVIVAGVVGLLVGSFLNVVIHRLPLMMQAQWEAELEEALAQQNPAAAEAAPPVEKKAPFNLLVP 77
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ...MEVFQY...YPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKI.....EP...PKETLTLSVP 66
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ...MELFYF...YPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGI.....TP...PEGKLTLSLP 66
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NTDB id 1111 NGFG RS09220 WP 003689814.1 DSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFI 146
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFI 150
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFI 150
NTDB id 1122463 EL249 RS04275 WP 005674126.1 RSRCPHCGHQITALENIPVLSWLFLRGACRECRKPIPVRYPLVELLTGVLAAASVWHLGFGVTGIAAAIFCCVLVALTFI 157
NTDB id 1403 DSB67 RS12675 WP 010643256.1 RSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFI 146
NTDB id 1170 A1552VC RS11080 WP 000418747.1 RSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFI 146
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NTDB id 1111 NGFG RS09220 WP 003689814.1 DADTQYLPDSMTLPLIWLGLIFNLDGG.FVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGIS 225
NTDB id 1061 ABD1 RS18470 WP 001152280.1 DFDTQLLPDRFTLPLAALGLGINTFNIYT.SPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPL 229
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 DFDTQLLPDRFTLPLAALGLGINTFNIYT.SPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPL 229
NTDB id 1122463 EL249 RS04275 WP 005674126.1 DYDTQLLPDSLTLPLLWGGLLLNLTSHGMAPLPDAVIGAMTGYLSLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWFGWQ 237
NTDB id 1403 DSB67 RS12675 WP 010643256.1 DLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQ 226
NTDB id 1170 A1552VC RS11080 WP 000418747.1 DFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQ 226
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NTDB id 1111 NGFG RS09220 WP 003689814.1 ALPVLIFVSSLIGLVAAIVMRV....AKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG......... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG......... 286
NTDB id 1122463 EL249 RS04275 WP 005674126.1 ALPAIILMSSVIGAVVGISLIFFKGHGRSQPIPFGPYLAGAGLAMLFLGGQV...MTWMGVGVQPSVIIGP 305
NTDB id 1403 DSB67 RS12675 WP 010643256.1 SLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV..... 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 QLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL... 291
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