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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1122460 EL249 RS01045 WP 005674919.1 .....MMLKQVQKGFTLIELMIVVAIIGILAAVAIPAYQDYTIRARVSEGLSLAAAAKLNVAELAAGGQNDAVTTGYGT. 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1109 OK783 RS10670 WP 157147416.1 A..............SASTIKGKYVQKVEVA.....KGVVTAQMAST...GVNKEIQDKKLSLW..............AK 117
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AV.....PAA 145
NTDB id 1122460 EL249 RS01045 WP 005674919.1 ..............GYNPPSKSTNVDQVTI...TPATGEISITYRTR.....VAAKTENLLVLTPFAGANGLPDGTKAFS 132
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQITVTYT.T.....AAG..GGTLALVPTAAGTALPVSS.... 128
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S.......SCVGVQEISASNATTNVATA..TCGASSAGQIIVTMDTT.....KAK..GANITLTPT.............. 122
NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASI..AIGA..NGVITITY.TA.....AAG..GGTIVMTPTL............. 110
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSI..AIGA..NGVITITY.TA.....AAG..GGTIIMTPTL............. 110
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NTDB id 1109 OK783 RS10670 WP 157147416.1 RQDGSVKWFCGQPVTRTGDNDD..TVADANNAIDTKHLPSTCRDESSAT 164
NTDB id 1188 NELON RS01755 WP 003772458.1 TSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK...... 188
NTDB id 1122460 EL249 RS01045 WP 005674919.1 PVQDAIQWRCRANGVASPVT....ITGALSPTLPTRFAPAECR...... 171
NTDB id 1424 RS RS02795 WP 011000517.1 APSGPIMWTCYAQNKAQAASS...VAPSGTMSLAAKYAPAECR...... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 YASGAVTWKCTTT..................S.DKKYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 QANGDVTWTCTGG..................TLLAKYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 QANGDVTWTCTGG..................TLLAKYRPASCRP..... 136
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