logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GC0O85 RSO7730 WP 011213805.1
1122447 EL255 RS18780 WP 042653208.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
1122447 EL255 RS18780 WP 042653208.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1252 GCO85 RSO7730 WP 011213805.1
1122447 EL255 RS18780 WP 042653208.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

= =

APS'.\INF-é'fEé"-.S%EYF; N m BES.sDéK éA \%EA gEég \. g v
R

MAAKKTQVMP VigA
MAVKKWQM PTIFA
* %k Dkokkokk *

FIRUAT P B Vo sl

INTF RQLATM
IT FTRQL TM
IT FTRQL TM
ITIETRQLATM
ITIFTRQ ATM
IT F RQLATM
iA I RQ ETM SJAGVPLVQ !ﬂl \R{eJEEK A A V3
I FTRQ ATM IAGIY  NPIYMRES o)y
IPNIFTRQLATM
ITIFTRQLATM IMAGVPLVQ F IVARGIH NPE\MR
* k1 kx| * 1k * | kok ok ok ok * %k % kkkokkk kk ok * |k ok ok ok

AWYKEKHEMR
ApY EKSERL
ANNYKEK ERIL
AUYKEKSEWYL
ARYKEKSERL
sokokokokok ook D sk sk Dokskok Lk D s | ! * ok ok ok K Il ko

. LT U

i

R AN

VKBRS e

* 5k %k ok k

o A e 1

KRRk kD kKR Dokok ] Lok ] ]

FWNIGAELP AJRT QE§V
EWIYIGAELPIZAT QEyV
ISGEGAELPRFTQNV
INEFGA LPAFTQEIV
ISYFGA | LPATRYAV
SIF GAELPHF TQigVv
IWIEGAELPAF TRV
ISIFGA LPAFTQIRV
INIFGA LPAFTQEIV
s Dok | Pokok Dk skk ok Dokokokk kokok

gl

BGEt Lo | bl st KL Rt

LTDL{® ELPLLTRF

145
151
151
149
148
148
154
147
150
150

225
231
231
229
228
228
234
227
230
230



sttt D el LT AR b

AELE R HURS

NTDB id 1029 TT RS02230 WP 011228203.1 VALF 304
NTDB id 1113 AAA85695.1 219..1451( ) G RTATFAAGVPLVD L STAGAJGN 311
NTDB id 1112 NGFG RS09215 WP 003689811.1 RTATFAAGVPLVDL STAGARGN 311
NTDB id 1169 A1552VC RS11075 WP 000648511.1 Ll PI G LEKABJIA FSRTLAT FAAG P INKERIWAK T 309
NTDB id 1402 DSB67 RS12670 WP 010643257.1 LR PI Gl LKAINIA FSRTLAT F AG P TK IS KT 308
NTDB id 1252 GC085 RS07730 WP 011213805.1 P GIILIXKAMIARF RTL lTFAAG PLV ALS AGA 308
NTDB id 1122447 EL255 RS18780 WP 042653208.1 L] IFAREESKGRBREDRIY Lfy PI GEILBKAI ARF RTL TTF AG PLVDAL\YSHAGA 314
NTDB id 1198 PSJM300 03950 AFN76868.1 A A FIQASNR SIZKFRIMWIDRL L P GDILMK § ARF RTL TTFAAGVPLVDAL S AGA 307
NTDB id 1016 ACIAD RS01680 WP 004920476.1 G ATE\ F XA MRS}t FRpJN DRL LR PI GD 310
NTDB id 1059 ABD1 RS01610 WP 000279215.1 310
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NTDB id 1029 TT RS02230 WP 011228203.1 384
NTDB id 1113 AAA85695.1 219..1451( ) IGEESG LDDMLNK 390
NTDB id 1112 NGFG RS09215 WP 003689811.1 . N IGEESG LDDMLNJK 390
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVENIIGEESG[RLDDMLIK VAERY EJJE VD NiyV DR L&Y 388
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVNEIIGEESGIRILDDMLIK ARGRYEREVDN§VDRJL | 387
NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL PMLEKVAWFYEJMEV NAVD L 387
NTDB id 1122447 EL255 RS18780 WP 042653208.1 . QMVIGEESGA DDMLBJKVAL®Y ERNEVD NIVD LTH 393
NTDB id 1198 PSJM300 03950 AFN76868.1 . QMIEAIGEESGALD MLEKVAWFYEWEVDNWVD LT 386
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD MLIyKVAN YEEVDAVD LTH 389
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDEJMLIJKVAW YENEVDNAVD LTH 389
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NTDB id 1029 TT RS02230 WP 011228203.1 VG VI M LP F|g IGT svQ 406
NTDB id 1113 AAA85695.1 219..1451( ) GHL VAMYLP F LGIVVIEN 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 GIWL VAMYLP F LGV V. 410
NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLVVAMYLPIF LI .. 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVAMYLPIF INMEAANG . . 407
NTDB id 1252 GC085 RS07730 WP 011213805.1 VGGLVVAMYLP IFJILG SV 406
NTDB id 1122447 EL255 RS18780 WP 042653208.1 JACCMANNINARANIKINCRAANH . . 413
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF GSVV- 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF GSVVS 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF GSVVS. 408
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