
logo MIKVL IVDDHALVRMGIRRLLEDLMPSDMVDVVAEDAESGEQALALYVKSTHKSPDVVLLDMKMPGIDGWEVTRRLKKSTNPQNIRKI
V IA

NTDB id 1122402 EL239 RS05805 WP 172597055.1 MIKVLIVDDHALVRMGIRRLLEDLPDMDVVAEAESGEQALALVKSHKPDVVLLDMKMPGIDGWEVTRRLKKSNPQIRIIA 80
NTDB id 1278 LPP RS13600 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
NTDB id 1262 GCO85 RS13310 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!**!*!!!!*!!!!!!!!!*!!*!*!!!!!!!!!!!!!!!!!!!!!!!!*!!*!**!!

logo VTAICASEDPLPSTR I
VLQLGAMGYLTKESGVAQEEMAAAIRKVAKGEKYLSAE IAQKMAINSLEQAEVPEQEDSPFDRLLSEREMQVMF

LMI
NTDB id 1122402 EL239 RS05805 WP 172597055.1 VTAICAEPLPSRILQLGAMGYLTKESGVQEMAAAIRKVAKGEKYLSAEIAQKMAINSLEAVEESPFDRLSEREMQVMFMI 160
NTDB id 1278 LPP RS13600 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
NTDB id 1262 GCO85 RS13310 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
consensus !!!!!**!!!*!*!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*****!!!!*!!!!!!!!!*!!

logo TSGMTNVHQDIAEDRLFLSTSKTINGYRYRMFDEKLGIKNDVELTFYLAMKHSRVI I EKHPSNDLSQDD
NTDB id 1122402 EL239 RS05805 WP 172597055.1 TSGMTVHDIAERLFLSTKTINGYRYRMFDKLGIKNDVELTFLAMKHSVIEKPSD..... 214
NTDB id 1278 LPP RS13600 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
NTDB id 1262 GCO85 RS13310 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
consensus !!!!*!*!!!*!!!!!*!!!!!!!!!!!*!!!!!!!!!!!*!!!!!**!!*!*!*****
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