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NTDB id 1354 HI 0299 AAC21963.1 ..MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNETTSC...TGG 75
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1122399 EL239 RS05500 WP 126338719.1 .........MAIKGFTLIEFMIVVAIIAILVVIAIPFLQTYLIRARVSEGLELADPAKLAVTETAINTNVLPASQAQTGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1197 PSJM300 03940 AFN76866.1 ....EGYIGI..TDS.TSYCDVDLD.....TAADGHI...ECTAKGGNAGKFDGKTITLNR.............TADGEW 123
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPLGV..AADANKLGTIALKP....DPADGTADITLTFTMGGAGPKNKGKIITLTRT............AADGLW 133
NTDB id 1354 HI 0299 AAC21963.1 K....NGI.....AADIKTAKGYVASV.....ITQSGGITVK..........GNGTLANMEYI....LQAKGNAAAGVTW 127
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NTDB id 1258 GCO85 RS09745 WP 014844212.1 V....SP.........AA..TPNVQS..IA..IGANGVITITYTAA.....AGGGTIIMTPTLQ.........ANGDVTW 118
NTDB id 1274 LPP RS09530 WP 011214168.1 V....SP.........AA..TPNVAS..IA..IGANGVITITYTAA.....AGGGTIVMTPTLQ.........ANGDVTW 118
consensus * * * * * ***** * ***** * *** * * **!

<0

logo

D
F
S
K
T
T
C
G
S
Y
A
T
A
P
Q
T
C
S
G

D
P
Q
K
T
G

A
N
V
G
A
K
T
A
N
R

A
G
Q

A
D
A
D
D
S
S
TVAADAPKSDGGTKMESTQSI

L
A
E
S
L
D
D
E
K
T
A
R
Q
S
K
F
H
R
L
Y
A
I
K
V
F
L
RPGKTVSAGKTENSFCQCSRDKPGKSAVSTDKQAK

NTDB id 1197 PSJM300 03940 AFN76866.1 SCAST.................LDAKYKPGKCS....... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KCTSD.................QDEQFIPKGCSK...... 150
NTDB id 1354 HI 0299 AAC21963.1 TTTCKGT................DASLFPANFCGSVTK.. 149
NTDB id 1365 NTHI RS01955 WP 011271973.1 TTTCKGT................DASLFPANFCGSVTQ.. 149
NTDB id 1119 NGFG RS11465 WP 017147169.1 FCGQPVTRADDDTVADAKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1191 AAC28468.1 484..945( ) TCAPGAANG.............IETRRLPTSCQ*...... 153
NTDB id 1424 RS RS02795 WP 011000517.1 TCYAQNKAQAASSV.APSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 KCTTT.................SDKKYVPSECRG...... 147
NTDB id 1122399 EL239 RS05500 WP 126338719.1 DCSGG................TLSDQYRPVNCR....... 135
NTDB id 1258 GCO85 RS09745 WP 014844212.1 TCTGG................TLLAKYRPASCRP...... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 TCTGG................TLLAKYRPASCRP...... 136
consensus *** ***** !* **

X non conserved

X similar

X ≥ 50% conserved


