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NTDB id 1122361 EL158 RS07680 WP 027304521.1 MQFDLLLKKEFSGKNVALLQGPVGNFFSRLGAKLKKMDAKIVKINFNGGDFFFYPKGRIYRGSKENLAAFYEDFFTQNQI 80
NTDB id 1240 Cj1413c YP 002344796.1 MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLAVKMRKNQTKVFKLNFNGGDFFFYPSGTRCKCDEKDLENFYRDFFQNKKI 80
consensus ! ! *!!!!!!!!! !!!!!!!!!!**!* !**! !* !*!!!!!!!!!!! ! *** ! !! !!! * !
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NTDB id 1122361 EL158 RS07680 WP 027304521.1 EVVLIYNDCRFVNHTGLEIAKKLGIAVWVFEEGYLRPYCITLEKDGVNANSTMPRDKNFYLSLNLKDVGTEIKKIPGGFK 160
NTDB id 1240 Cj1413c YP 002344796.1 DAILMYNDCRIIHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFT.KESIKEIPGGFK 159
consensus * *!*!!!!! *** ** *!! !!! *!*!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!! !* * !! !!!!!!

logo FMAGFDYASFLYWFLFAF I LAPFFNNKSLHHRPTLNYPFLEFMF
L
A
FWFKRASLFYLRKYKLYKI STEKKRLNESKIYKNLEKKYFLAI LQVYNSDTQIKLHY

NTDB id 1122361 EL158 RS07680 WP 027304521.1 FMGFYSFLYWFFAFILAPFFNNSLHHRPLNPLEMFAWFKALFLKYKYKISEKRLNSKIYKLEKKYFLAILQVYNDTQILH 240
NTDB id 1240 Cj1413c YP 002344796.1 FMAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYKITEKKLNEKIYNLEKKYFLAILQVYSDTQIKY 239
consensus !!*! !!!! !!!!!!!!!!! !!!!*! ! ! !!* !* !! !!!*!!*!! !!! !!!!!!!!!!!!! !!!! *

logo HYKKDS I EHF I EETI LSFANHARAKSYLVFKHHPMDRGYKRNYAFAKL I ENDKLSERKYHVEGR I
VLYVHDSTHYLPLVLLQRKNALGC ITIN

NTDB id 1122361 EL158 RS07680 WP 027304521.1 HYKKDIEHFIEETILSFANHARAKSYLVFKHHPMDRGYRNYAALIEKLSEKYHVEGRILYVHDSYLPLLLQNALGCITIN 320
NTDB id 1240 Cj1413c YP 002344796.1 HYKKSIEHFIEETILSFANHARAKSYLVFKHHPMDRGYKNYFKLINDLSRKYHVEGRVLYVHDTHLPVLLRKALGCITIN 319
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !! !! !!!!!!!*!!!!!**!!*!! !!!!!!!!

logo STVGLSAI LMEGCPTKVCGENAFYDNFEGLSTYPKKLHQFFWREAHAYKPNPSLVLVCSNQFKKYLLQTNQFINGNFYKNFSFSLDMKR
NTDB id 1122361 EL158 RS07680 WP 027304521.1 STVGLSAIMEGCPTKVCGEAFYDFEGLTYPKKLHFFWREAHAYKPNSLLVSQFKKYLLQTNQINGNFYKNSSLMR 395
NTDB id 1240 Cj1413c YP 002344796.1 STVGLSAILEGCPTKVCGNAFYNFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLQTNQFNGNFYKNFFLDK 394
consensus !!!!!!!!*!!!!!!!!! !!! !!!!*!!!!!*!!!!!!!!!!!!**!!**!!!!!!!!!! !!!!!!! ! *
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