
logo MKI F IHNLPTWLGDCTVMASAPAI
LYGTIKEHRFKDEAEQF IVFLFYGSFVASTATLFKDEFPSNSKSFI I IVEDNKKLRSRYFKQALSLRKENLGHHKFIDNLASFAS

NTDB id 1122357 EL158 RS05985 WP 027303578.1 MKIFINLPTWLGDCVMASAAIYGIKERFKEAEFVFFGSFVATTLFKDFSNSSFIVEDKKRRYFQALSLRKN.HHFNLAFS 79
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !!!!!*!!!!!!!*!!!!*!*! !!!*!!*! !* *!!!! ! !!!*!*!! !*! ! !! !!!!!!! *** ! !

logo FRSAFLSASKR I
L I LHKI ILKATKKQKRFYCFFDKNTI

K
I
YKEEHQVLKYLNYF IVEQKNSLDSFIKQAHSFKQDELKLPFLKNLVKFKQNTPL ITLKRNGKKI LAGLNPGA

NTDB id 1122357 EL158 RS05985 WP 027303578.1 FRSALSARLILKIIKAKKKFCFDKTIIKEEHQVLKYLNFVQKSLDFQAS.QELKLPLNVKFKTPLTLKNGKKILALNPGA 158
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!! ! **!!*!*! ! ***!!! !!!!!!!!!! !* !! !** *!!!! *!! !! !*!!!!!!*!!!!!

logo

N
S
F
YGSAKRWDSAEESYFAKVAGLNYFASKQDSHYDE I IL I FLGAGKAEEAQEKI

LCANEKICYEQI LAKEQNQGNIKAVKNLCNKTSTIHKTLCTQNIAFLCSDLF ILTNDS
NTDB id 1122357 EL158 RS05985 WP 027303578.1 NYGSAKRWSEEYFAKVGLYFAKDYEIIILGAGKEEAKICAKICEILAQNGIKAKNLCNKTSIHTLTQNIALSDLFLTNDS 238
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus *!!!!!! !!!!!*! ! **!*! !!!! ! *! !* !! * !! !!!!!!!*!*!!*!!!! *!!!*!!!!

logo GAPMHLGSAAVLYKVKMTLVAVI
LFGPTKFTQTSPWQNSEKNAKI

L
I
VHLDNLACMPCMKQKRTVCPLKHHKCMKQDLKTPEQKMVI EKQALKENFLKLAKNSHL

NTDB id 1122357 EL158 RS05985 WP 027303578.1 GAMHLGAALKVKMLVLFGPTKFTQTSPWQSKNAKIIHLNLACMPCMKRVCPLKHHKCMQDLTPQMVIEKLKEFKA.... 313
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !*!!! ! !!! * *!!!!!!!!!!!!! !!!**!! !!!!!!! * !!!!!!!!! !! ! !!! ! ****
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