
logo MKI
KL I ILL IPSLLAS ITFLSALFSALDFYATKQYEKLPDSEDEFKAGKYFNTGKLQSNCS IQVMLDKI

FYYLINCYDYHNSLKGSTKALVAYEKRVLKEVAEDNLVKLGKEQLIKKRPRFE
NTDB id 1122347 EL158 RS01355 WP 027303847.1 MKIL...ILLAIFSLSLFAKYELDEEFKGYFNGLNCSIVMDKIYYINCYDYHLKGSKALAYEVKAENLVLKQLKKRPRFE 77
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFE 80
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFE 80
consensus !!*!*** !!**********!***!*!**!!****!!*!*!!*!!*!!!!! !!!*!!*!!*****!!***!*!!!!!!!
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VWNDKI EKREREQLVAHLSKFLQGKS ILAEVL
NTDB id 1122347 EL158 RS01355 WP 027303847.1 EDFALAKKYRTRWEDYKNSSYSRGHIAPNASFSYSLASQKAVFLMSNITPQNFQINNKIWNDIEKRERELAHKFQKIAVL 157
NTDB id 1225 CJE RS07175 WP 011049930.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVL 160
NTDB id 1224 CJE RS02830 WP 011049704.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVL 160
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NTDB id 1122347 EL158 RS01355 WP 027303847.1 NLMLYDVNPKRIKNHIAVPSFYIKIFKAKDFKECYKVPNINVLDENINTYQISCENF 214
NTDB id 1225 CJE RS07175 WP 011049930.1 NLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENENLRIYKVKCDNF 217
NTDB id 1224 CJE RS02830 WP 011049704.1 NLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDENIRKYKIDCDKI 217
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