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NTDB id 1122342 EL198 RS09975 WP 013582997.1 MLRIMKYLSKAEIGQMLIALVTIVGQVYFDLKLPDYMSDITTLVETPGSHMKDIWIAGGKMLLISLGSAACAIITGYIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! *! ! ! ! ! *!* !* !* !!! !*!!! !!!!* !*!** !! *! !!!* ! !! *!** !**!

logo RTVAASFTQTRLRSDLEI FNRKRVEMDSFYGSEPAE I
M
K
SKFS ITAPSL ILTRSTTNDLVTQLVQI

M
F
MITVMGLMQLVI

V
T
V
K
R
G
SP IMAVWALVCTKIAWGEKGSDFEWTGLA

NTDB id 1122342 EL198 RS09975 WP 013582997.1 RVAASFTQRLRSLEFRKVESFGPAEMSKFSTASLITRSTNDVTQVQMFITMGLQLIVKSPIMAVWAVCKIAGEGFEWTLA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!!!! !!!! ! *! * *!!* !!! *!!*!!*!!!*!!*!* ! !!*!** * !!!!!!!**!! ! !!! !
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NTDB id 1122342 EL198 RS09975 WP 013582997.1 TGIAVVILLAAIVIMMAMVMPKFKAMQALTDNINLVARENLTGLRVVRAYNAEDYQEAKFTKANKDLTDTQLFTNRVMAF 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !*!!*!* * **! * !* * *! !!! *! !! !!!*!!!!!!!!!!!!* !! * !! !! *! !*!
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NTDB id 1122342 EL198 RS09975 WP 013582997.1 MMPLMNTIMNGLMLAVYWIGTYLIDAA............GLKDKLTVFSNMVVFSNYSVQVIMSFLLMSMVFVLWPRADV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! !*! * !! !!*!!!! !!* ************** !***!!! !!!!! ! *!!** !**! *!** !!! !
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NTDB id 1122342 EL198 RS09975 WP 013582997.1 SAQRIMEVLDTEPIVENGTKTAADVAKTGQRGTVEFRNVSFTYPDSREAMLEGINFTAEQGQTVAFIGSTGSGKSSLINL 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYS...KADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNL 397
consensus !! !! !!! * !* **** ! * *! !!!* !!! !* !**!** !*! ! !!!!!!!!!!!!!*!*!!
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NTDB id 1122342 EL198 RS09975 WP 013582997.1 VPRFYDTSQGQVLVDGVDVRDYDLKALRDKIGYVPQQSVLFKGTVASNVSYGDQPGDPAEVEMADTSTPAGRKREAALIA 468
NTDB id 369 SMU RS04255 WP 002263293.1 IPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDA.................. 459
consensus *!!!!! * ! * *!!* ! !! * ! !*!!*!! !!! !!* !!* *! * ! * ******************
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NTDB id 1122342 EL198 RS09975 WP 013582997.1 AGEAAEGADIPAEQLNRVKAAADVAQASEFVARMDGGYSAAIAQGGSNVSGGQKQRLSIARAVYRHPEILIFDDSFSALD 548
NTDB id 369 SMU RS04255 WP 002263293.1 ................KIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALD 523
consensus ****************** ! **!!! !! * ! *!!!!*! !!!!!!!! !!!!* !*!!!!!!!!!!!!!!
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NTDB id 1122342 EL198 RS09975 WP 013582997.1 FKTDREVRDALAREAKDSTKLIVAQRIGTIMNADRIVVLDDGKVVGQGTHKELLDNCDVYRQIAESQLSQSELTA.. 623
NTDB id 369 SMU RS04255 WP 002263293.1 YKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus *!!!! *! !!* !* !!!!!!!!! !!! !!*!*!!! !!!!!!!!!!!!! !*!*! !! !!!! !! **
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