
logo

MQM
S
A
E
D
TLLESSTLKQNLPDNQSSGVYHQYFDKSNRRSKQLLYI

VGKAKNSLKKR I
VKSYFQSFIRTNPNETI

L
A
TPNSHPKRALSLPR IHQKMMI

V
K
S
E
Q
A
IAF ILERTYI LVVEN

NTDB id 1122328 EL168 RS02220 WP 011139426.1 MQSETLLETLQNLPDQSGVYHYFDSRSKLLYVGKAKSLKKRVKSYFQFTP.TLAPSPKLSPRIHKMISEAAFIRYIVVEN 79
NTDB id 1206 C694 RS04180 WP 000774319.1 ..MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVEN 78
consensus ** !! *! !!! !!!!*!!! !!!*!!!! !!!!*!!!! ** * ! * !*!!* !* !!* !*!!!

logo EHQDAL I LENSL IKQLKPKYNI LLRDDKTYPYIYFMDEFNSETDSFP I
R
L
P
E
L ITRKI LKPHQKPGVKRYFGPFYTSTGAKRDE I

LLDESLYELLPLVQ
NTDB id 1122328 EL168 RS02220 WP 011139426.1 EHDALILENSLIKQLKPKYNILLRDDKTYPYIYFDENESFPRLEITRKILPHKGVRYFGPYTTGARELLESLYELLPLVQ 159
NTDB id 1206 C694 RS04180 WP 000774319.1 EQDALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQ 158
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !! * !!!!!!***!!*!!!!*!*!!***!*!!!!!!!!!!

logo KKGNC I
LKADKQKAC I

LFYQI EHRCKLAPCENSKI STKEERYGLEKIAFKEACLEGLMI
L
E
QNHKDSKRL IKSERLEKELKRMEKRLASENNLRFEEAGLEI LYRDR IAEKIKQ

NTDB id 1122328 EL168 RS02220 WP 011139426.1 KKGCLKAQKACLFYQIHRCLAPCESKISKERYGEIFKEALGLLQNHSKLISRLKERMEKLAENLRFEEAGELRDRIEKIK 239
NTDB id 1206 C694 RS04180 WP 000774319.1 KKNCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQ 238
consensus !! !*! !!!*!!!!*!! !!!! !!*!! ! ! !!*! ** !* *!! ! *!!*! !!!!!!! !!!! !!

logo

K
RIAEAPFSTCGI

MDLAKRLEYDLDI FLAFIAYGTASGSKNHKASMVLTVKRLMFMREGGKI
V
I
VSSATFSETKP I

L
H
K
A
S
L
Q
E
NGFLDETDEEAMYKRQRAI ILHNHYYDQSFHLMPLMPPEKQI L

NTDB id 1122328 EL168 RS02220 WP 011139426.1 RIEAFSGIDLARLEDLDILAIATSGKHSMLTRLFMREGKVVSSTSTPLKAQEGLDEEEAYRRAILHYYDSFMPLPPKQIL 319
NTDB id 1206 C694 RS04180 WP 000774319.1 KIAPFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQIL 318
consensus *! *!***!!!*! !!!! ! * *! **!!! !!**!! *** ! ! *!! * !!***! !**!!*! !!!

logo LNPALCESLNESTKLKRELEQAEFHI
L
E
S
G
H
L
Q
F
Y
G
S
K
RKIAPLHSHIPKKQGDSKKLAL IDE I

LALMKNAEQE I
L
F
L
R
S
L
QEGKETKSENEDI LP I

LLEESALQRESLFLGKLECSLMPRYR I
VEAI F

NTDB id 1122328 EL168 RS02220 WP 011139426.1 LPLE.LESKRELEAHLEGLFGRKIPLHHPKQGSKKALIDLALKNAEELLRLEGEKEEIPLLESLQELLGLESLPRRIEAF 398
NTDB id 1206 C694 RS04180 WP 000774319.1 LNACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIF 398
consensus !* ** !* *!! ** * * *!!*!**!! ! ! !!!**!*!!! !* ! ! **!! ! !!**! !*! !

logo DTSHHLRSGSESAQCVGAGMVVYEENNAGFCQKENSYRRYAHLEKGRSDEYSTQMRSELMLGTRRAELADFADKREPSPPDNLWLVI
LDGGLRAGQI

L
N
R
I
LALQE I ILEKSLS

NTDB id 1122328 EL168 RS02220 WP 011139426.1 DTSHLRGEACVGAMVVYEE.GFCKESYRRYALEGRDEYSQMREMLGRRAEAFDRESPPDLWLLDGGLGQIRLAQEIIESL 477
NTDB id 1206 C694 RS04180 WP 000774319.1 DTSHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSS 478
consensus !!!!* !!!*!!!!! **!*! !!!!!*! ! !!!*!! !*! !!! ! *!*!! !!**!!! *!* *! !!* !

logo GASFNVE I
V IA IASKEKI

RDASKAHYRASKGAGAKDI ILHRTPSTDEETFIKRLLPSDKRLQLWLVQKI
LRDESVHRFYAINTFYHRQSQTKLKKNDMKRQIADLLEKEIK

NTDB id 1122328 EL168 RS02220 WP 011139426.1 GANVEIIAIAKEKIDAKAHRAKGAAKDILRTPTEEIRLLPSDKRLQLLQKIRDEVHRFAITYHRQQKLKKDRQIDLLEIK 557
NTDB id 1206 C694 RS04180 WP 000774319.1 GSFVEVIAISKEKRDSKAYRSKGGAKDIIHTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEK 558
consensus ! !!*!!! !!! ! !!*! !!*!!!!**!!** *!!!!!!!!! *!!*!!! !!*!! *!! !!! *!! !! !



logo GIGKEKAGKSLVKKRLLDFYFGSFEAI EREKASEFEQEKLCNAKVLVKSEKGREIARAI LEASF
NTDB id 1122328 EL168 RS02220 WP 011139426.1 GIKKGKLKRLLDFFGSFEAIREASFEELCKVVSEGEARAILEASF 602
NTDB id 1206 C694 RS04180 WP 000774319.1 GIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI......... 594
consensus !! * *!*!!!*!!!!!!! !! ! * !* *********

X non conserved

X similar

X ≥ 50% conserved


