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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1122325 EL199 RS12295 WP 004143520.1 ..MAGVNKVILIGNLGNDPDMRYMPNGEPVANISIATSETWNDKNTGEKREKTEWHRVVAYRRTAEIIGQYTRKGSKLYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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QMLDGSGRAGSNGQSEQGNEGSGDSFGGMANGQPAGSGQSNGGWYMNPGNQANVRPSANQYDEQSEGQSGTWYNGYQNPQSGQQEGAGYDSQDQRDNPAYAGQGQNSNYRDNQQPDA
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSG...GAP.........YDEGYGQSQEAYQRPAQQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSG...GAP.........YEEGYGQSQEAYQRPAQQSRQPA 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ....GGMPAQGGMNVPAQQGSWGQPQQ............. 143
NTDB id 1122325 EL199 RS12295 WP 004143520.1 EGRLQTRKWTDQSGQQRYTTEIVADNI....QMLDSRGGGEGSFGGNGSGNYPGNRSNSGGYGQQGGGYDQDYGGSYDQD 154
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVL....QMLDSRSSGG.DFGGNQGSGWNQAPA...QTNYNQGGYSDNYAQNNN.. 148
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHP.......QEAPAAPRR...QPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHP.......QEAPAAPRR...QPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...P....AKQHQPMQQSAPQQYSQ...PQYNEPPMDFDDDIPF 177
NTDB id 1122325 EL199 RS12295 WP 004143520.1 YGAPSGGNRPQPSTPNKPVPPQNNTGGLGGPTLDQDNFDDDIPF 198
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...FNGGNATRPQPAQKPA.........AQAEPPMDNFDDDIPF 180
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