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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1122324 EL199 RS11335 WP 126316086.1 ....MTKALILDDERDICELIEMSLMGQDITCTSVYTIRAAIKALKEERYNFIISDIRLPDGDGLDFLSHVQKHYPGTPV 76
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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TAIAQTALKRAGAFDF ILVNSTKPFVNDQLGKVHQRLDREQSVLCLVAKQAKTALKNRELRGQRHKNPSVQEAHSDEGGTASASPAAGGGKKTAPQGGTEGENRSALPSENVDKNKNYELRLLIGDER
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT.................TENALENKLLIGR 143
NTDB id 1122324 EL199 RS11335 WP 126316086.1 CMITAHGNMDTAITALKRGAFDFINKPFDLKQLRSVCKAALKEGHSQSGGASASPAAGGGKKTAPQGGGRSSNKYELIGD 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE....................EAPVDNRLLGE 138
consensus ***!!*!**!*!! !!!*!!!!!**!!*** !* ** !!* * * * !*!*

logo

A
S
E
L
P

V
P
I
M
R
Q
A
K
Q

V
LRAINAMQIGKSKI

L
VARSQAPVYFVIHSTGESGSTGKELVAVANRSLVIHEHRLQGSPNRAISERGAPF IVPAI

VNCGAIPESTNELVMESELFFGYHKKGASFTGAI
N
T

E
QD

NTDB id 1045 H0N27 RS16330 WP 168727019.1 SLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQD 223
NTDB id 1122324 EL199 RS11335 WP 126316086.1 AEVMQKVRAMISKVARSQAPVFIHGESGTGKEVAARSIHHQSNRAEGAFVAVNCGAIPENLVESEFFGYKKGAFTGANQD 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIED 218
consensus * *** *! ! !*!!!!!!!***!!!!*!!!**!***! ***! !**!***!!!!!!**!*!!!*!!*!!!*!!!! *!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHV 303
NTDB id 1122324 EL199 RS11335 WP 126316086.1 QDGLFVAANGGTLFLDEVADLPLSMQVKLLRAIQERAVRPIGGDREEAVDVRIISATHHDLARRVAENKFREDLYYRLNV 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNV 298
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHP 383
NTDB id 1122324 EL199 RS11335 WP 126316086.1 IGLTMPPLRERDGDIAILAAHLLAKLARDAGYPLAHLSPAALAKLEAYPFPGNVRELENILERALTFVEGDTIEADGIHL 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRL 378
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 APLRANISNP........FA........SAAQSIQ......TTV.....AAPQAVKKLPSEGLERYLENIEKDILLNALN 436
NTDB id 1122324 EL199 RS11335 WP 126316086.1 SESRIPAEPAARPAAPPPVAQPDPRPLRQRAPTADLDEEEITALEQYQPRQKDGPAIPLPNDLENYMQGLERNLLIKALE 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ADAPG.....A......................................SQEGAASLSEIDNLEDYLEDIERKLIMQALE 415
consensus ** ** * * * * * * * * * * !! !** *!* ****!!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1122324 EL199 RS11335 WP 126316086.1 DCNYNKTKAAEKLGISFRAMRYKLKKLGID....... 506
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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