logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id
id
id
id
id

1079
1038
1192
1197
1204
1188
1424
1002
1274
1258
1191

1122312 EL199 RS01620 WP 004140956.1
1119 NGFG RS11465 WP 017147169.1

FDQ49 RS11140
HON27 RS01510
PAKAF RS23870
PSJM300 03940
PSJM300 03935
NELON RS01755
RS RS02795 WP
ACIAD RS15100

WP 022575996.
WP 000993725.
WP 024947914.

AFN76866.1
AFN76865.1

WP 003772458.

011000517.1

WP 004923779.

LPP RS09530 WP 011214168.1

GCO85 RS09745

WP 014844212.

AAC28468.1 484..945( )

1

1

1109 0K783 RS10670 WP 157147416.1
consensus

1079
1038
1192
1197
1204
1188
1424
1002
1274
1258
1191

1122312 EL199 RS01620 WP 004140956.1
1119 NGFG RS11465 WP 017147169.1

FDQ49 RS11140
HON27 RS01510
PAKAF RS23870
PSJM300 03940
PSJM300 03935
NELON RS01755
RS RS02795 WP
ACIAD RS15100

WP 022575996.
WP 000993725.
WP 024947914.

AFN76866.1
AFN76865.1

WP 003772458.

011000517.1

WP 004923779.

LPP RS09530 WP 011214168.1

GCO85 RS09745

WP 014844212.

AAC28468.1 484..945( )

1

1

1109 0K783 RS10670 WP 157147416.1
consensus

|

Wl

il

B QLVé.> T/\gév
.QATCFAGGATAVT

AR A ittt
.NE[AV[JTKLSDV. .
.SRGWSVKSGTGTED
.NEEKTJZSLTSTDE.
. SE[HTIESLVSSLP.

ONTILNAEALVAGTPST]

IDTATITNNALJZATQAAT
INTATITNNALJZATQAAT

GAWRADR[¢SFIINAAALV
I9EYADK[ERWIZSNNTEA

I2YYLNHEKWZENNTS A
EYYLNHGIWPKDNTSA

o oos g el SYa v ves choontul T¥er b KITELIRT onG
A. . ADKVSG......... KYGDAE. ...... GGTAPNCTITY.FK...
........... GFTAAT.SVCATYSIDA..FTETDGA KIMN.CTL. ..
A...TKKEVPLGVAADANKLGTIA KP....DPADGTIDITLEFT... ............
........ GYIGITDST. YCDVD@D.....TAADGH. .mE.CTA. e e e e e e e e
........ GFIGIGASTN.YCTVTERI.....ATATGS. .)My.CTT. QNGMPDRFNGKTI e e e e e e e e e e
NKTAAAGGGAGGAAAAG.QHASKYVKSV KVTEASPWDITVAISATEANGIPTGLDG IMIRIRFFPLVNK . AVP.AATST[H
........... GSSVF...TPTKNJWANLTIAGTGTVPEQERNVINYT . T. ... .. .AAGEGlS INVPINAAGTALPVSSAPS[¢
S....... SCVGVQEISASNATTNVATA..TCGASSA QMIVESMDTT. .. ... .KAKEANISBRTPgY. . . ....... YAS[¢
V.o e e PAATPNMWIAST. .ATGA. .NBVIRNTINY . TA. .. ... . .AAGEGIRIVMTPINL . .. ...... QAN[e
V. oo e e PAATPNWQSI. . .AIGA. . NGVISNINY .TA. ... ... AAGEGURNIMTPUL . ... ..... QAN[e
NVIFD.......... SANGLDGKYFAPGGVT. .... VTPDIRGAINI.. . .AFDAGANA[VGSEERTPIWVIA. . ... .. ASGQ
CTAA. . A.BQITGKY[ANVAVN. . . .. ASQITA MKS . . . SETSKGIQELGmBBATCIVAG . . . . . NPQDQME
JVAS. ..o PPEDIKGKYWKEVEVK. .. .. NE@V TATMLS .......... REN[¢
VAS . ..o A.BTIKGKYWQKVEVA. . ... K@VEBYAQMAS . . . TGUNKEIQDIAKIOWAK . . . ... .. .. RQDE

* *

118
117
129
119
121
149
132
126
114
114
129
126
122
121



<0

logo

NTDB id 1079 FDQ49 RS11140 WP 022575996.1
NTDB id 1038 HON27 RS01510 WP 000993725.1
NTDB id 1192 PAKAF RS23870 WP 024947914.1
NTDB id 1197 PSJM300 03940 AFN76866.1
NTDB id 1204 PSJM300 03935 AFN76865.1
NTDB id 1188 NELON RS01755 WP 003772458.1
NTDB id 1424 RS RS02795 WP 011000517.1
NTDB id 1002 ACIAD RS15100 WP 004923779.1
NTDB id 1274 LPP RS09530 WP 011214168.1
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1191 AAC28468.1 484..945( )

NTDB id 1122312 EL199 RS01620 WP 004140956.1
NTDB id 1119 NGFG RS11465 WP 017147169.1
NTDB id 1109 OK783 RS10670 WP 157147416.1
consensus

DV}*. g EI;/ S 6! BEADm A MAYA = A '\'BerééYE éé e

S TSN PRE T A TS

TGILTKNSGT.................DTPVEL@IQSFVAS..........
DGAQT@®V..S.......... ... .... TAGTPTEGAITSL
DGLIYK@®T..S.................DQDEQEEIKG[®SK...........
DGEIS[MA. .S...... ... ... ....

AIDWACASAAKETADKRFGTGSGVAVGT

PIMUT®YAQNKAQAASSVAPS. . .GTMSEAAISYAIZAE

KEGKES . ... ... ...
PALSYASSENE . . . ... ... ...

DKASDAK.....
DESSAT......

SVK|lFl§GQPVTRADDDTVADAK. .

SVK|UFMGQPVTRTGDNDDTVAD. .
* * %k % |
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B similar
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